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Table 1:  Summary of the 289th B-cell Line Exchange 

28 labs High; 24 
labs low-DRB1 %(n)

19 labs High; 16 labs 
Low-DRB3/4/5 %(n)

21 labs High; 21 
labs Low-DQA1 %(n)

27 labs High; 22 
labs Low-DQB1 %(n)

15 labs High; 10 
labs Low-DPA1 %(n)

25 labs High; 13 
labs Low-DPB1 %(n)

DRB1*07:01:01 25(7) DRB3*02:02:01:02 5 (1) DQA1*02:01:01:01  5 (1) DQB1*03:01:01:05 4 (1) DPA1*01:03:01:02 7 (1) DPB1*04:01:01:05 4 (1)
DRB1*07:01:01G 7 (2) DRB3*02:02:01 21(4) DQA1*02:01:01 14(3) DQB1*03:01:01 11(3) DPA1*01:03:01 20(3) DPB1*04:01:01G 12(3)
DRB1*07:01P 4 (1) DRB3*02:02 74(14) DQA1*02:01 81(17) DQB1*03:01:01G 7 (2) DPA1*01:03:01G 7 (1) DPB1*04:01:01 24(6)
DRB1*07:01 64(18) DRB3*02 81(13) DQA1*02 100(21) DQB1*03:01P 4 (1) DPA1*01:03 66(10) DPB1*04:01P 4 (1)
DRB1*07 100(24) DRB3*PRESENT 19(3) DQB1*03:01 74(20) DPA1*01 100(10) DPB1*04:01 56(14)

DQB1*03(DQ7) 5 (1) DPB1*04(DP401) 46(6)
DQB1*03 95(21) DPB1*04 54(7)

28 labs High; 24 
labs low-DRB1 %(n)

19 labs High; 16 labs 
Low-DRB3/4/5 %(n)

21 labs High; 21 
labs Low-DQA1 %(n)

27 labs High; 22 
labs Low-DQB1 %(n)

25 labs High; 13 
labs Low-DPB1 %(n)

DRB1*12:01:01 25(7) DRB4*01:03:01:02N 42(8) DQA1*05:05:01:06 5 (1) DQB1*03:03:02:01 4 (1) DPB1*20:01:01G 12(3)
DRB1*12:01:01G 7 (2) DRB4*01:03:01N 26(5) DQA1*05:05:01 14(3) DQB1*03:03:02 22(6) DPB1*20:01:01 28(7)
DRB1*12:01P 7 (2) DRB4*01:03N 32(6) DQA1*05:05 81(17) DQB1*03:03:02G 4 (1) DPB1*20:01 60(15)
DRB1*12:01 61(17) DRB4*01N 62(10) DQA1*05 100(21) DQB1*03:03 70(19) DPB1*20 100(13)
DRB1*12 100(24) DRB4*01 19(3) DQB1*03(DQ9) 5 (1)

DRB4*PRESENT 19(3) DQB1*03 95(21)

22 labs High; 21 
labs low- A %(n)

22 labs High; 21 labs 
low- B %(n)

22 labs High; 21 
labs low- C %(n)

A*26:01:01:01 5 (1) B*07:02:01:01 5 (1) C*02:02:02:01 5 (1)
A*26:01:01 27(6) B*07:02:01 27(6) C*02:02:02 27(6)
A*26:01:01G 5 (1) B*07:02:01G 5 (1) C*02:02:02G 5 (1)
A*26:01 63(14) B*07:02 63(14) C*02:02 63(14)
A*26 100(21) B*07 100(21) C*02 100(21)

22 labs High; 21 
labs low- A %(n)

23 labs High; 20 labs 
low- B %(n)

22 labs High; 21 
labs low- C %(n)

A*32:01:01:01 5 (1) B*27:23 100(23) C*07:02:01:03 5 (1)
A*32:01:01 27(6) B*27 100(20) C*07:02:01 27(6)
A*32:01:01G 5 (1) C*07:02:01G 5 (1)
A*32:01 63(14) C*07:02 63(14)
A*32 100(21) C*07 100(21)
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Table 2:  Summary of the 289th B-cell Line Exchange 

28 labs High; 24 
labs low-DRB1 %(n)

18 labs High; 17 labs 
Low-DRB3/4/5 %(n)

21 labs High; 21 labs 
Low-DQA1 %(n)

27 Labs High; 22 
labs Low-DQB1 %(n)

15 labs High; 9 
labs Low-DPA1 %(n)

25 labs High; 13 
labs Low-DPB1 %(n)

DRB1*01:01:01 28(8) DRB4*01:01:01 22(4) DQA1*01:01:01 19(4) DQB1*02:02:01 18(5) DPA1*01:03:01 27(4) DPB1*04:02:01 28(7)
DRB1*01:01:01G 11(3) DRB4*01:01 78(14) DQA1*01:01 81(17) DQB1*02:01:01G 4 (1) DPA1*01:03:01G 13(2) DPB1*04:02:01G 8 (2)
DRB1*01:01P 4 (1) DRB4*01 76(13) DQA1*01 100(21) DQB1*02:02 78(21) DPA1*01:03 60(9) DPB1*04:02 60(15)
DRB1*01:01 57(16) DRB4*PRESENT 24(4) DQB1*02 100(22) DPA1*01 100(9) DPB1*04:01 4 (1)
DRB1*01 100(24) DPB1*04(DP402) 46(6)

DPB1*04 54(7)

28 labs High; 24 
labs low-DRB1 %(n)

21 labs High; 21 labs 
Low-DQA1 %(n)

27 Labs High; 22 
labs Low-DQB1 %(n)

15 labs High; 9 
labs Low-DPA1 %(n)

25 labs High; 13 
labs Low-DPB1 %(n)

DRB1*07:01:01 28(8) DQA1*02:01:01 19(4) DQB1*05:01:01 22(6) DPA1*02:01:01 27(4) DPB1*11:01:01 32(8)
DRB1*07:01:01G 11(3) DQA1*02:01 81(17) DQB1*05:01:01G 7 (2) DPA1*02:01:01G 13(2) DPB1*11:01G 4 (1)
DRB1*07:01 61(17) DQA1*02 100(21) DQB1*05:01 70(19) DPA1*02:01 60(9) DPB1*11:01 64(16)
DRB1*07 100(24) DQB1*05 100(22) DPA1*02 100(9) DPB1*11 100(13)

22 labs High; 21 
labs low- A %(n)

22 labs High; 21 labs 
low- B %(n)

22 labs High; 21 labs 
low- C %(n)

A*24:21:01 36(8) B*07:02:01:01 4 (1) C*07:01:01:16 4 (1)
A*24:21 64(14) B*07:02:01 27(6) C*07:01:01 27(6)
A*24 100(21) B*07:02:01G 4 (1) C*07:01:01G 9 (2)

B*07:02 64(14) C*07:01 59(13)
B*07 100(21) C*07 100(21)

22 labs High; 21 
labs low- A %(n)

22 labs High; 19 labs 
low- B %(n) 22 labs High- C %(n)

A*31:01:02:01 9 (2) B*49:01:01:01 4 (1) C*07:02:01:03 4 (1)
A*31:01:02 23(5) B*49:01:01 27(6) C*07:02:01 27(6)
A*31:01:02G 4 (1) B*49:01:01G 4 (1) C*07:02:01G 4 (1)
A*31:01 64(14) B*49:01 64(14) C*07:02 64(14)
A*31 100(21) B*49 100(21)
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Table 3a: Individual laboratory results for B-cell #577 - Class II

Center METHOD Other Alelles
278 *07 *12 3*02 4*01 *02 *05 *03 *03 *01 *01 *04 *20 SSP SSO  
725 *07 *12 3*PRESENT 4*PRESENT *02 *05 *03 *03       SSP SSO  

731 *07 *12 3*02 4*01 *02 *05 *03 *03 *01 *01 *04 *20
SSO SBT
RT-PCR  

747 *07 *12 3*PRESENT 4*PRESENT *02 *05 *03 *03 *01 *01 *04 *20 SSP SSO NGS  
771 *07 *12    *02 *05 *03 *03       SSO NGS  
774 *07 *12 3*02 4*01N *02 *05 *03 *03    *04(DP401) *20 SSP SSO  
792 *07 *12 3*02 4*01N *02 *05 *03 *03 *01 *01 *04 *20 SSP SSO NGS  
793 *07 *12 3*02 4*01N *02 *05 *03 *03    *04(DP401) *20 SSP  

794 *07 *12 3*02 4*01N *02 *05 *03   *01   *04 *20
SSP SSO NGS
RT-PCR  

2400 *07 *12 3*02 4*01N *02 *05 *03      *04 *20 SSO NGS  
2847 *07 *12                SSO  

3519 *07 *12    *02 *05 *03   *01   *04(DP401) *20
SSP NGS
RT-PCR  

3753 *07 *12 3*02 4*01N *02 *05 *03 *03 *01 *01 *04(DP401) *20 SSO  
3966                    SSP  
4079 *07 *12 3*02 4*01N *02 *05 *03 *03 *01   *04(DP401) *20 SSO  
5130 *07 *12 3*02 4*01 *02 *05 *03 *03    *04 *20 SSO NGS  
5214 *07 *12 3*02 4*01N *02 *05 *03(DQ7) *03(DQ9) *01   *04(DP401) *20 SSO  
5219 *07 *12    *02 *05 *03 *03       SSO NGS  
5451 *07 *12 3*02 4*01N *02 *05 *03 *03       SSO SBT  
5462 *07 *12 3*02 4*01N *02 *05 *03 *03 *01   NT   NT RT-PCR  
5488                    SSP SSO NGS  
5642 *07 *12 3*PRESENT 4*PRESENT    *03 *03       SSP  
6649 *07 *12                SSO  
8029 *07 *12    *02 *05 *03 *03       SSO  
8043 *07 *12    *02 *05 *03 *03       SSP SSO  
8068 *07 *12    *02 *05 *03         SSO  

Low resolution
DRB1 DRB3/4/5 DQA1 DQB1 DPA1 DPB1

4/55



Table 3b: Individual laboratory results for B-cell #577 - Class II

Center METHOD Other Alelles

230 *07:01 *12:01 3*02:02 4*01:03:01:02N *02:01 *05:05 *03:01 *03:03 *01:03 *01:03 *04:01 *20:01 SSO NGS  
278 *07:01 *12:01 3*02:02 4*01:03N *02:01 *05:05 *03:01 *03:03 *01:03 *01:03 *04:01 *20:01 SSP SSO  

731 *07:01:01G *12:01:01G       *03:01:01G *03:03:02G    *04:01:01G *20:01:01G
SSO SBT
RT-PCR  

747 *07:01:01 *12:01:01 3*02:02:01 4*01:03:01:02N *02:01:01 *05:05:01 *03:01 *03:03:02 *01:03:01 *01:03:01 *04:01:01 *20:01:01 SSP SSO NGS

DRB1*12:10 
DPB1*905:01 
DPB1*350:01  

762 *07:01 *12:01 3*02:02 4*01:03N *02:01 *05:05 *03:01 *03:03 *01:03   *04:01 *20:01 NGS
DPB1*350:01 
DPB1*905:01  

771 *07:01 *12:01       *03:01 *03:03       SSO NGS  

774 *07:01 *12:01 3*02:02 4*01:03:01:02N *02:01 *05:05 *03:01 *03:03    *04:01 *20:01 SSP SSO

DRB1*07:31 
DRB1*07:33 
DRB1*12:25 
DRB1*12:28 
DRB1*12:29 
DRB1*12:34 
DRB1*12:36 
DQB1*03:73 
DQB1*03:92 
DQB1*03:93 
DQB1*03:136  

792 *07:01 *12:01 3*02:02 4*01:03N *02:01 *05:05 *03:01 *03:03 *01:03 *01:03 *04:01 *20:01 SSP SSO NGS DPB1*350:01  

793        *02:01 *05:05       *04:01 *20:01 SSP  

794 *07:01 *12:01 3*02:02:01 4*01:03:01N *02:01 *05:05 *03:01 *03:03:02 NT   NT *04:01:01 *20:01:01
SSP SSO NGS 
RT-PCR

DRB1*07:79 
DRB1*12:10  

2344 *07:01:01 *12:01:01 NT   NT NT   NT *03:01:01 *03:03:02 NT   NT *04:01:01 *20:01:01 NGS

DRB1*12:10 
DPB1*350:01 
DPB1*905:01  

2400 *07:01 *12:01 3*02:02 4*01:03:01N *02:01 *05:05 *03:01 *03:03    *04:01 *20:01 SSO NGS

DRB1*12:10 
DPB1*350:01 
DPB1*905:01  

3135 *07:01P *12:01P 3*02:02 4*01:03N *02:01 *05:05 *03:01 *03:03 *01:03 *01:03 *04:01 *20:01 DQA1*05:09  

3224 *07:01 *12:01 3*02:02 4*01:03:01N *02:01 *05:05 *03:01 *03:03 *01:03   *04:01 *20:01 NGS  

3511 *07:01 *12:01 3*02:02 4*01:03:01N *02:01 *05:05 *03:01 *03:03 *01:03 *01:03 *04:01 *20:01 SSP SSO  

3519 *07:01 *12:01P 3*02:02 4*01:03N *02:01 *05:05 *03:01P *03:03 *01:03 *01:03 *04:01P *20:01
SSP NGS
RT-PCR DRB1*12:10  

3966 *07:01 *12:01 3*02:02 4*01:03:01:02N    *03:01 *03:03       SSP  

4251 *07:01:01G *12:01:01G 3*02:02 4*01:03N *02:01 *05:05 *03:01 *03:03 *01:03 *01:03 *04:01:01G *20:01:01G NGS  

4337 *07:01 *12:01       *03:01 *03:03    *04:01 *20:01 SSP SBT NGS  

5130 *07:01 *12:01 3*02:02 4*01:03:01:02N *02:01 *05:05 *03:01 *03:03    *04:01 *20:01 SSO NGS

DRB1*12:10 
DPB1*350:01 
DPB1*905:01  

5133 *07:01:01 *12:01:01 3*02:02:01:02 4*01:03:01:02N *02:01:01:01  *05:05:01:06 *03:01:01:05 *03:03:02:01 *01:03:01:02 *01:03:01:03 *04:01:01:05 *20:01:01 NGS DPB1*939:01N  

5214 *04:01G *20:01G SSO  
5219 *07:01:01 *12:01:01       *03:01:01 *03:03:02    *04:01:01 *20:01:01 SSO NGS  

High resolution

DRB1 DRB3/4/5 DQA1 DQB1 DPA1 DPB1
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Table 3b: Individual laboratory results for B-cell #577 - Class II

Center METHOD Other Alelles

High resolution

DRB1 DRB3/4/5 DQA1 DQB1 DPA1 DPB1

5451 *07:01:01 *12:01:01                SSO SBT  

5488 *07:01:01 *12:01:01 3*02:02:01 4*01:03:01:02N *02:01:01 *05:05:01 *03:01:01G *03:03:02 *01:03:01   *04:01:01 *20:01:01 SSP SSO NGS

DRB1*12:10 
DPB1*350:01 
DPB1*905:01  

5642 *07:01 *12:01       *03:01 *03:03       SSP  

8021 *07:01 *12:01 3*02:02 4*01:03:01:02N *02:01 *05:05 *03:01 *03:03 *01:03   *04:01 *20:01  

8043 *07:01 *12:01    *02:01 *05:05 *03:01 *03:03       SSP SSO  

8086 *07:01 *12:01    *02:01 *05:05 *03:01 *03:03 *01:03:01G *01:03:01G *04:01 *20:01 SBT  

8122 *07:01:01 *12:01:01 3*02:02:01 4*01:03:01N *02:01:01 *05:05:01 *03:01:01 *03:03:02 *01:03:01   *04:01:01 *20:01:01 NGS

DPB1*939:01 
DPB1*350:01 
DPB1*905:01  
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Table 4: Individual laboratory results for B-cell #577 - Class I

Center METHOD Other Alleles

230 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02 SSO NGS  
278 *26 *32 *07 *27 *02 *07 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02 SSP SSO  
725 *26 *32 *07 *27 *02 *07 SSP SSO  

731 *26 *32 *07 *27 *02 *07 *26:01:01G *32:01:01G *07:02:01G *27:23 *02:02:02G *07:02:01G
SSO SBT
RT-PCR  

747 *26 *32 *07 *27 *02 *07 *26:01:01 *32:01:01 *07:02:01 *27:23 *02:02:02 *07:02:01 SSP SSO NGS
771 *26 *32 *07 *27 *02 *07 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02 SSO NGS  
774 *26 *32 *07 *27 *02 *07      *27:23    SSP SSO
792 *26 *32 *07   *02 *07 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02 SSP SSO NGS
793 *26 *32 *07 *27 *02 *07           SSP  

794 *26 *32 *07 *27 *02 *07 *26:01:01 *32:01:01 *07:02:01 *27:23 *02:02:02 *07:02:01
SSP SSO NGS
RT-PCR

2344 *26:01:01 *32:01:01 *07:02:01 *27:23 *02:02:02 *07:02:01 NGS
2400 *26 *32 *07 *27 *02 *07 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02 SSO NGS
2847 *26 *32 *07 *27 *02 *07 SSO
3135 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02
3224 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02 NGS  
3511 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02 SSP SSO  

3519 *26 *32 *07 *27 *02 *07 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02
SSP NGS
RT-PCR

3753 *26 *32 *07 *27 *02 *07 SSO
3966 *26 *32 *07 *27 *02 *07           SSP  
4079 *26 *32 *07 *27 *02 *07 SSO
4251 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02 NGS  
4337 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02 SSP SBT NGS  
5130 *26 *32 *07 *27 *02 *07 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02 SSO NGS
5133 *26:01:01:01 *32:01:01:01 *07:02:01:01 *27:23 *02:02:02:01 *07:02:01:03 NGS
5214 *26 *32 *07 *27 *02 *07 SSO
5219 *26 *32 *07 *27 *02 *07 *26:01:01 *32:01:01 *07:02:01 *27:23 *02:02:02 *07:02:01 SSO NGS  
5462 *26 *32 *07 *27 *02 *07 RT-PCR
5488           *26:01:01 *32:01:01 *07:02:01 *27:23 *02:02:02 *07:02:01 SSP SSO NGS
8021 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02  
8029 *26 *32 *07 *27 *02 *07 SSO  
8068 *26 *32 *07 *27 *02 *07 SSO
8086 *26:01 *32:01 *07:02 *27:23 *02:02 *07:02 SBT  
8122 *26:01:01 *32:01:01 *07:02:01 *27:23 *02:02:02 *07:02:01 NGS

Low resolution High resolution

HLA-A HLA-B HLA-C HLA-A HLA-B HLA-C
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Table 5a: Individual laboratory results for B-cell #578 - Class II

Center METHOD Other Alelles
278 *01 *07 4*01   NT *01 *02 *02 *05 *01 *02 *04 *11 SSP SSO  
725 *01 *07 4*PRESENT   *01 *02 *02 *05       SSP SSO  

731 *01 *07 4*01   4*01 *01 *02 *02 *05 *01 *02 *04 *11
SSO SBT
RT-PCR  

747 *01 *07 4*PRESENT   *01 *02 *02 *05 *01 *02 *04 *11 SSP SSO NGS  
771 *01 *07    *01 *02 *02 *05       SSO NGS  
774 *01 *07 4*01   *01 *02 *02 *05    *04(DP402) *11 SSP SSO  
792 *01 *07 4*01   *01 *02 *02 *05 *01 *02 *04 *11 SSP SSO NGS  
793 *01 *07 4*PRESENT   *01 *02 *02 *05    *04(DP402) *11 SSP  

794 *01 *07 4*01   NP *01 *02 *02 *05 *01 *02 *04 *11
SSP SSO NGS
RT-PCR  

2400 *01 *07 4*01   *01 *02 *02 *05    *04 *11 SSO NGS  
2847 *01 *07                SSO  

3519 *01 *07    *01 *02 *02 *05 *01 *02 *04(DP402) *11
SSP NGS
RT-PCR  

3753 *01 *07 4*01   NP *01 *02 *02 *05 *01 *02 *04(DP402) *11 SSO  
3966                    SSP  
4079 *01 *07 4*01   *01 *02 *02 *05 *01 *02 *04(DP402) *11 SSO  
5130 *01 *07 4*01   *01 *02 *02 *05    *04 *11 SSO NGS  
5214 *01 *07 4*01   *01 *02 *02 *05 *01 *02 *04(DP402) *11 SSO  
5219 *01 *07    *01 *02 *02 *05       SSO NGS  
5451 *01 *07 4*01   *01 *02 *02 *05       SSO SBT  
5462 *01 *07 4*01   NP *01 *02 *02 *05 NT   NT NT   NT RT-PCR  
5488     4*01               SSP SSO NGS  
5642 *01 *07 4*PRESENT      *02 *05       SSP  
6649 *01 *07                SSO  
8029 *01 *07    *01 *02 *02 *05       SSO  
8043 *01 *07    *01 *02 *02 *05       SSP SSO  
8068 *01 *07    *01 *02 *02 *05       SSO  

Low resolution
DRB1 DRB3/4/5 DQA1 DQB1 DPA1 DPB1
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Table 5b: Individual laboratory results for B-cell #578 - Class II

Center METHOD Other Alelles
230 *01:01 *07:01 4*01:01   *01:01 *02:01 *02:02 *05:01 *01:03 *02:01 *04:02 *11:01 SSO NGS  

278 *01:01 *07:01 4*01:01   NT *01:01 *02:01 *02:02 *05:01 *01:03 *02:01 *04:01 *11:01 SSP SSO  

731 *01:01:01G *07:01:01G       *02:02 *05:01:01G    *04:02:01G *11:01:01
SSO SBT
RT-PCR  

747 *01:01:01 *07:01:01 4*01:01:01   *01:01:01 *02:01:01 *02:02 *05:01:01 *01:03:01 *02:01:01 *04:02:01 *11:01:01 SSP SSO NGS

DQB1*05:01:33 
DQB1*02:156 
DQB1*02:163N  

762 *01:01 *07:01 4*01:01   *01:01 *02:01 *02:02 *05:01 *01:03 *02:01 *04:02 *11:01 NGS  

771 *01:01 *07:01       *02:02 *05:01       SSO NGS  

774 *01:01 *07:01 4*01:01   *01:01 *02:01 *02:02 *05:01    *04:02 *11:01 SSP SSO

DRB1*01:41 
DRB1*01:45 
DRB1*01:47 
DRB1*01:50 
DRB1*01:52N 
DRB1*01:53 
DRB1*01:60 
DRB1*01:62N 
DRB1*01:64 
DRB1*01:67 
DRB1*07:31 
DRB1*07:33 
DRB1*07:35  

792 *01:01 *07:01 4*01:01   *01:01 *02:01 *02:02 *05:01 *01:03 *02:01 *04:02 *11:01 SSP SSO NGS DRB1*01:100  

793        *01:01 *02:01       *04:02 *11:01 SSP  

794 *01:01:01 *07:01:01 4*01:01:01   NP *01:01 *02:01 *02:02 *05:01 NT   NT *04:02:01 *11:01:01
SSP SSO NGS
RT-PCR  

2344 *01:01:01 *07:01:01 NT   NT NT   NT *02:02:01 *05:01:01 NT   NT *04:02:01 *11:01:01 NGS DRB1*01:100  

2400 *01:01 *07:01 4*01:01   *01:01 *02:01 *02:02 *05:01    *04:02 *11:01 SSO NGS  

3135 *01:01:01G *07:01:01G 4*01:01   *01:01 *02:01 *02:02 *05:01 *01:03 *02:01 *04:02 *11:01
DQA1*01:04 
DQA1*01:05  

3224 *01:01 *07:01 4*01:01   *01:01 *02:01 *02:02 *05:01 *01:03 *02:01 *04:02 *11:01 NGS  

3511 *01:01 *07:01 4*01:01   *01:01 *02:01 *02:02 *05:01 *01:03 *02:01 *04:02 *11:01 SSP SSO  

3519 *01:01P *07:01 4*01:01   *01:01 *02:01 *02:02 *05:01 *01:03 *02:01 *04:02 *11:01
SSP NGS
RT-PCR DRB1*01:100  

3966 *01:01 *07:01 4*01:01      *02:02 *05:01       SSP  

4251 *01:01:01G *07:01:01G 4*01:01   *01:01 *02:01 *02:01:01G *05:01:01G *01:03:01G *02:01:01G *04:02 *11:01 NGS  

4337 *01:01 *07:01       *02:02 *05:01    *04:02 *11:01 SSP SBT NGS  

5130 *01:01 *07:01 4*01:01   *01:01 *02:01 *02:02 *05:01    *04:02 *11:01 SSO NGS  

5133 *01:01:01 *07:01:01 4*01:01:01   *01:01:01 *02:01:01 *02:02:01 *05:01:01 *01:03:01 *02:01:01 *04:02:01 *11:01:01 NGS  

5214 *04:02G *11:01G SSO  
5219 *01:01:01 *07:01:01       *02:02:01 *05:01:01    *04:02:01 *11:01:01 SSO NGS  

5451 *01:01:01 *07:01:01                SSO SBT  

5488 *01:01:01 *07:01:01    *01:01:01 *02:01:01 *02:02:01 *05:01:01 *01:03:01 *02:01:01 *04:02:01 *11:01:01 SSP SSO NGS DRB1*01:100  

5642 *01:01 *07:01       *02:02 *05:01       SSP  

High resolution
DRB1 DRB3/4/5 DQA1 DQB1 DPA1 DPB1
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Table 5b: Individual laboratory results for B-cell #578 - Class II

Center METHOD Other Alelles

High resolution
DRB1 DRB3/4/5 DQA1 DQB1 DPA1 DPB1

8021 *01:01 *07:01 4*01:01   *01:01 *02:01 *02:02 *05:01 *01:03 *02:01 *04:02 *11:01  

8043 *01:01 *07:01    *01:01 *02:01 *02:02 *05:01       SSP SSO  

8086 *01:01 *07:01    *01:01 *02:01 *02:02 *05:01 *01:03:01G *02:01:01G *04:02 *11:01 SBT  

8122 *01:01:01 *07:01:01 4*01:01:01   NP *01:01:01 *02:01:01 *02:02:01 *05:01:01 *01:03:01 *02:01:01 *04:02:01 *11:01:01 NGS  
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Table 6: Individual laboratory results for B-cell #578 - Class I

Center METHOD Other Alleles
230  *24:21 *31:01 *07:02 *49:01 *07:01 *07:02 SSO NGS  
278 *24 *31 *07 *49 *07 *07  *24:21 *31:01 *07:02 *49:01 *07:01 *07:02 SSP SSO  
725 *24 *31 *07 *49 *07   SSP SSO  

731 *24 *31 *07 *49 *07 *07  *24:21:01 *31:01:02G *07:02:01G *49:01:01G *07:01:01G *07:02:01G
SSO SBT
RT-PCR  

747 *24 *31 *07 *49 *07 *07  *24:21:01 *31:01:02:01 *07:02:01 *49:01:01 *07:01:01 *07:02:01 SSP SSO NGS
771 *24 *31 *07 *49 *07 *07  *24:21 *31:01 *07:02 *49:01 *07:01 *07:02 SSO NGS  
774 *24 *31 *07 *49 *07             SSP SSO
792 *24 *31 *07 *49 *07 *07  *24:21 *31:01 *07:02 *49:01 *07:01 *07:02 SSP SSO NGS
793 *24 *31 *07 *49 *07             SSP  

794 *24 *31 *07 *49 *07    *24:21:01 *31:01:02 *07:02:01 *49:01:01 *07:01:01 *07:02:01
SSP SSO NGS 
RT-PCR  

2344  *24:21:01 *31:01:02 *07:02:01 *49:01:01 *07:01:01 *07:02:01 NGS
2400 *24 *31 *07 *49 *07    *24:21 *31:01 *07:02 *49:01 *07:01 *07:02 SSO NGS  
2847 *24 *31 *07 *49 *07 *07 SSO  
3135  *24:21 *31:01 *07:02 *49:01 *07:01:01G *07:02
3224  *24:21 *31:01 *07:02 *49:01 *07:01 *07:02 NGS  
3511  *24:21 *31:01 *07:02 *49:01 *07:01 *07:02 SSP SSO  

3519 *24 *31 *07 *49 *07    *24:21 *31:01 *07:02 *49:01 *07:01 *07:02
SSP NGS
RT-PCR

3753 *24 *31 *07 *49 *07 *07 SSO  
3966 *24 *31 *07 *49 *07 *07           SSP  
4079 *24 *31 *07 *49 *07 *07 SSO  
4251  *24:21 *31:01 *07:02 *49:01 *07:01 *07:02 NGS  
4337  *24:21 *31:01 *07:02 *49:01 *07:01 *07:02 SSP SBT NGS  
5130 *24 *31 *07 *49 *07 *07  *24:21 *31:01 *07:02 *49:01 *07:01 *07:02 SSO NGS  
5133  *24:21:01 *31:01:02:01 *07:02:01:01 *49:01:01:01 *07:01:01:16 *07:02:01:03 NGS  
5214 *24 *31 *07 *49 *07   SSO
5219 *24 *31 *07 *49 *07 *07  *24:21:01 *31:01:02 *07:02:01 *49:01:01 *07:01:01 *07:02:01 SSO NGS  
5462 *24 *31 *07 *49 *07   RT-PCR  
5488            *24:21:01 *31:01:02 *07:02:01 *49:01:01 *07:01:01 *07:02:01 SSP SSO NGS
8021  *24:21 *31:01 *07:02 *49:01 *07:01 *07:02  
8029 *24 *31 *07 *49 *07 *07 SSO  
8068 *24 *31 *07 *49 *07   SSO  
8086  *24:21 *31:01 *07:02 *49:01 *07:01 *07:02 SBT  
8122  *24:21:01 *31:01:02 *07:02:01 *49:01:01 *07:01:01 *07:02:01 NGS  

Low resolution High resolution
HLA-A HLA-B HLA-C HLA-A HLA-B HLA-C
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Table 7:  Summary of the 418th Cell Exchange - DNA Typing

11 labs High; 16 
labs low- A %(n)

13 labs High; 16 labs 
low- B %(n)

12 labs High; 15 
labs low- C %(n)

A*24:02:01:01 18(2) B*39:05:01:01 8 (1) C*07:02:01:01 8 (1)
A*24:02:01 9 (1) B*39:05:01 23(3) C*07:02:01 17(2)
A*24:02:01G 9 (1) B*39:05 69(9) C*07:02:01G 17(2)
A*24:02 64(7) B*39 100(16) C*07:02 58(7)
A*24 100(16) C*07 100(15)

12 labs High; 16 
labs low- A %(n)

11 labs High; 16 labs 
low- B %(n)

12 labs High; 15 
labs low- C %(n)

A*68:03:01:01 8 (1) B*44:02:01:01 9 (1) C*16:04:01:01 8 (1)
A*68:03:01 25(3) B*44:02:01 18(2) C*16:04:01 25(3)
A*68:03 67(8) B*44:02:01G 9 (1) C*16:04 67(8)
A*68 100(16) B*44:02P 9 (1) C*16 100(15)

B*44:02 55(6)
B*44 100(16)

9 labs High; 10 
labs low-DRB1 %(n)

4 labs High; 7 labs 
low-DRB3/4/5 %(n)

5 labs High; 9 labs 
Low-DQA1 %(n)

8 labs High; 9 labs 
Low-DQB1 %(n)

4 labs High; 6 labs 
Low-DPA1 %(n)

8 labs High; 6 labs 
Low-DPB1 %(n)

DRB1*04:07:01 11(1) DRB4*01:01:01 25(1) DQA1*02:01:01 40(2) DQB1*02:02 100(8) DPA1*01:03:01 25(1) DPB1*04:02:01 25(2)
DRB1*04:07:01G 11(1) DRB4*01:01 75(3) DQA1*02:01 60(3) DQB1*02 100(9) DPA1*01:03 75(3) DPB1*04:02:01G 25(2)
DRB1*04:07 78(7) DRB4*01 86(6) DQA1*02 100(9) DPA1*01 100(6) DPB1*04:02 50(2)
DRB1*04 100(10) DRB4*PRESENT 14(1) DPB1*04(DP402) 67(4)

DPB1*04 33(2)

8 labs High; 10 
labs low-DRB1 %(n)

4 labs High-
DRB3/4/5 %(n)

5 labs High; 9 labs 
Low-DQA1 %(n)

8 labs High; 9 labs 
Low-DQB1 %(n)

4 labs High; 6 labs 
Low-DPA1 %(n)

8 labs High; 6 labs 
Low-DPB1 %(n)

DRB1*07:01:01 12(1) DRB4*01:03:02 25(1) DQA1*03:01:01 20(1) DQB1*03:02 100(8) DPA1*02:01:01 25(1) DPB1*11:01:01 38(3)
DRB1*07:01:01G 12(1) DRB4*01:03 75(3) DQA1*03:01:01G 20(1) DQB1*03(DQ8) 11(1) DPA1*02:01 75(3) DPB1*11:01G 12(1)
DRB1*07:01 75(6) DQA1*03:01 60(3) DQB1*03 89(8) DPA1*02 100(6) DPB1*11:01 50(4)
DRB1*07 100(10) DQA1*03 100(9) DPB1*11 100(6)
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Table 8:  Summary of the 418th Cell Exchange - DNA Typing

11 labs High; 16 
labs low- A %(n)

11 labs High; 16 labs 
low- B %(n)

11 labs High; 15 
labs low- C %(n)

A*24:02:01:01 18(2) B*51:01:01 27(3) C*15:02:01:01 9 (1)
A*24:02:01 9 (1) B*51:01:01G 9 (1) C*15:02:01 18(2)
A*24:02:01G 9 (1) B*51:01P 9 (1) C*15:02:01G 9 (1)
A*24:02 64(7) B*51:01 55(6) C*15:02 64(7)
A*24 100(16) B*51 100(16) C*15 100(15)

12 labs High; 16 
labs low- A %(n)

11 labs High; 16 labs 
low- B %(n)

11 labs High; 15 
labs low- C %(n)

A*68:02:01:01 17(2) B*81:01:01 9 (1) C*18:01:01 9 (1)
A*68:02:01 8 (1) B*81:01:01G 9 (1) C*18:01:01G 9 (1)
A*68:02:01G 8 (1) B*81:01 82(9) C*18:01 82(9)
A*68:02 67(8) B*81 100(16) C*18 100(15)
A*68 100(16)

8 labs High; 10 
labs low-DRB1 %(n)

4 labs High; 7 labs 
low-DRB3/4/5 %(n)

4 labs High; 9 
labs Low-DQA1 %(n)

8 labs High; 9 
labs Low-DQB1 %(n)

3 labs High; 6 labs 
Low-DPA1 %(n)

8 labs High; 6 labs 
Low-DPB1 %(n)

DRB1*09:01:02 25(2) DRB3*02:02:01 25(1) DQA1*03:03:01 50(2) DQB1*02:02:01 38(3) DPA1*01:03:01 33(1) DPB1*01:01:01 25(2)
DRB1*09:01:02G 12(1) DRB3*02:02 75(3) DQA1*03:03 50(2) DQB1*02:02 62(5) DPA1*01:03 67(2) DPB1*01:01:01G 25(2)
DRB1*09:01 63(5) DRB3*02 86(6) DQA1*03 100(9) DQB1*02 100(9) DPA1*01 100(6) DPB1*01:01 50(4)
DRB1*09 100(10) DRB3*PRESENT 14(1) DPB1*01 100(6)

8 labs High; 10 
labs low-DRB1 %(n)

4 labs High; 7 labs 
low-DRB3/4/5 %(n)

4 labs High; 9 
labs Low-DQA1 %(n)

7 labs High; 9 
labs Low-DQB1 %(n)

3 labs High; 6 labs 
Low-DPA1 %(n)

8 labs High; 6 labs 
Low-DPB1 %(n)

DRB1*11:01:01 25(2) DRB4*01:01:01 25(1) DQA1*05:05:01 50(2) DQB1*03:01:01G 14(1) DPA1*02:02:02 33(1) DPB1*04:01:01 25(2)
DRB1*11:01:01G 12(1) DRB4*01:01 75(3) DQA1*05:05 50(2) DQB1*03:01 86(6) DPA1*02:02 67(2) DPB1*04:01:01G 25(2)
DRB1*11:01 63(5) DRB4*01 86(6) DQA1*05 100(9) DQB1*03(DQ7) 11(1) DPA1*02 100(6) DPB1*04:01 50(4)
DRB1*11 100(10) DRB4*PRESENT 14(1) DQB1*03 89(8) DPB1*04(DP401) 67(4)

DPB1*04 33(2)
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Table 9:  Summary of the 418th Cell Exchange - DNA Typing

10 labs High; 14 
labs low- A %(n)

12 labs High; 14 labs 
low- B %(n)

11 labs High; 13 
labs low- C %(n)

A*11:01:01:01 20(2) B*15:35 100(12) C*01:02:01:01 9 (1)
A*11:01:01G 10(1) B*15(B62) 7 (1) C*01:02:01 9 (1)
A*11:01 70(7) B*15 93(14) C*01:02:01G 9 (1)
A*11 100(14) C*01:02 73(8)

C*01 92(12)
C*15 8 (1)

10 labs High; 14 
labs low- A %(n)

11 labs High; 14 labs 
low- B %(n)

11 labs High; 13 
labs low- C %(n)

A*34:01:01:01 20(2) B*55:02:01 18(2) C*07:02:01:01 9 (1)
A*34:01:01G 10(1) B*55:02:01G 9 (1) C*07:02:01 9 (1)
A*34:01 70(7) B*55:02 73(8) C*07:02:01G 18(2)
A*34 100(14) B*55 100(14) C*07:02 64(7)

C*07 13(100)

8 labs High; 8 labs 
low-DRB1 %(n)

3 labs High; 5 labs 
low-DRB3/4/5 %(n)

3 labs High; 7 labs 
Low-DQA1 %(n)

6 labs High; 7 labs 
Low-DQB1 %(n)

2 labs High; 5 labs 
Low-DPA1 %(n)

7 labs High; 4 labs 
Low-DPB1 %(n)

DRB1*04:05:01 25(2) DRB3*03:01 100(3) DQA1*03:03:01 33(1) DQB1*03:01:01G 17(1) DPA1*02:02 100(1) DPB1*01:01:01G 29(2)
DRB1*04:05 75(6) DRB3*03 100(5) DQA1*03:03 67(2) DQB1*03:01:01 17(1) DPA1*02 100(5) DPB1*01:01:01 14(1)
DRB1*04 100(8) DQA1*03 100(7) DQB1*03:01 67(4) DPB1*01:01 57(4)

DQB1*03(DQ7) 14(1) DPB1*01 100(4)
DQB1*03 86(6)

8 labs High; 8 labs 
low-DRB1 %(n)

2 labs High; 5 labs 
low-DRB3/4/5 %(n)

4 labs High; 7 labs 
Low-DQA1 %(n)

47 labs High; 7 labs 
Low-DQB1 %(n)

7 labs High; 4 labs 
Low-DPB1 %(n)

DRB1*12:02:01 25(2) DRB4*01:03 100(2) DQA1*06:01:01G 25(1) DQB1*04:02:01G 14(1) DPB1*05:01:01G 29(2)
DRB1*12:02 75(6) DRB4*01 100(5) DQA1*06:01 75(3) DQB1*04:02:01 14(1) DPB1*05:01:01 14(1)
DRB1*12 100(8) DQA1*06 100(7) DQB1*04:02 71(5) DPB1*05:01 57(4)

DQB1*04 100(7) DPB1*05 100(4)
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Table 10:  Summary of the 418th Cell Exchange - DNA Typing

10 labs High;14 
labs low- A %(n)

10 labs High; 14 labs 
low- B %(n)

10 labs High; 13 
labs low- C %(n)

A*32:01:01:01 20(2) B*07:02:01:01 10(1) C*01:02:01:01 10(1)
A*32:01:01G 10(1) B*07:02:01 10(1) C*01:02:01 10(1)
A*32:01 70(7) B*07:02:01G 10(1) C*01:02:01G 10(1)
A*32 100(14) B*07:02 70(7) C*01:02 70(7)

B*07 100(14) C*01 100(13)

10 labs High;14 
labs low- A %(n)

12 labs High; 14 labs 
low- B %(n)

11 labs High; 13 
labs low- C %(n)

A*68:01:02:01 20(2) B*35:43:01 17(2) C*07:02:01:03 18(2)
A*68:01:02G 10(1) B*35:43:01G 8 (1) C*07:02:01G 18(2)
A*68:01 70(7) B*35:43 75(9) C*07:02 64(7)
A*68 100(14) B*35 100(14) C*07 100(13)

8 labs High; 8 labs 
low-DRB1 %(n)

3 labs High; 5 labs 
low-DRB3/4/5 %(n)

4 labs High; 7 labs 
Low-DQA1 %(n)

7 labs High; 7 labs 
Low-DQB1 %(n)

2 labs High; 5 labs 
Low-DPA1 %(n)

7 labs High; 4 labs 
Low-DPB1 %(n)

DRB1*04:07:01G 25(2) DRB4*01:03 100(3) DQA1*01:02:01G 25(1) DQB1*03:02:01G 14(1) DPA1*01:03 100(2) DPB1*04:01:01G 43(3)
DRB1*04:07 37(3) DRB4*01 100(5) DQA1*01:02 75(3) DQB1*03:02 86(6) DPA1*01 100(5) DPB1*04:01:01 14(1)
DRB1*04:92 37(3) DQA1*01 100(7) DQB1*03(DQ8) 14(1) DPB1*04:01P 29(2)
DRB1*04 100(8) DQB1*03 86(6) DPB1*04:01 14(1)

DPB1*04(DP401) 75(3)
DPB1*04 25(1)

8 labs High; 8 labs 
low-DRB1 %(n)

3 labs High; 5 labs 
low-DRB3/4/5 %(n)

4 labs High; 7 labs 
Low-DQA1 %(n)

5 labs High; 7 labs 
Low-DQB1 %(n)

7 labs High; 4 labs 
Low-DPB1 %(n)

DRB1*15:01:01 12(1) DRB5*01:01 100(3) DQA1*03:01:01G 25(1) DQB1*06:02:01 20(1) DPB1*04:02:01G 43(3)
DRB1*15:01:01G 25(2) DRB5*01 100(5) DQA1*03:01 75(3) DQB1*06:02:01G 20(1) DPB1*04:02P 28(2)
DRB1*15:01 63(5) DQA1*03 100(7) DQB1*06:02 60(3) DPB1*04:02 28(2)
DRB1*15 100(8) DQB1*06 100(7) DPB1*04(DP402) 75(3)

DPB1*04 25(1)
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Table 11. Summary of the 418th Cell Exchange (Cell #1669- 1672)

A24 100.0% A24 100.0% A11 100.0% A32 100.0%
[100.0%] [100.0%] [100.0%] [100.0%]

A68 83.3% A68 66.7% A34 100.0% A68 75.0%
A28 16.7% A28 33.3% [100.0%] A28 25.0%

[100.0%] [100.0%] [100.0%]
B62 100.0%

B39 66.7% B51 100.0% [100.0%] B7 100.0%
B16 16.7% [100.0%] [100.0%]

[83.3%] B55 100.0%
B81 100.0% [100.0%] B35 100.0%

B44 83.3% [100.0%]
[83.3%]

Bw4 100.0%
Bw6 100.0% Bw6 100.0%

Bw4 100.0% Bw6 100.0%

Bw6 100.0%

Others Found Others Found Others Found Others Found
B45 16.7%
B38 16.7%

(6 Samples Typed) (6 Samples Typed) (3 Samples Typed) (4 Samples Typed)

Serological typing

(Hispanic) (Black) (Filipino) (Hispanic)
Cell 1669 Cell 1670 Cell 1671 Cell 1672
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Table 12.  Individual laboratory results for Cell #1669 - Class I

Center Method Other Alleles
278 *24 *68 *39 *44 *07 *16 *24:02 *68:03 *39:05 *44:02 *07:02 *16:04  
725 *24 *68 *39 *44 *07 *16 SSO
731 *24 *68 *39 *44 *07 *16 *24:02:01G *68:03:01 *39:05:01 *44:02:01G *07:02:01G *16:04:01 SSO SBT NGS  
745 *24:02:01:01 *68:03:01 *39:05:01 *44:02:01 *07:02:01 *16:04:01 SSP SBT NGS
747 *24 *68 *39 *44 *07 *16 *24:02:01 *68:03:01 *39:05:01 *44:02:01 *07:02:01 *16:04:01 SSP SSO NGS
762 *24:02 *68:03 *39:05 *44:02 *07:02 *16:04 NGS  
771 *24 *68 *39 *44 *07 *16 *24:02 *68:03 *39:05 *44:02 *07:02 *16:04 SSO NGS  
774 *24 *68 *39 *44 *07 *16 *39:05   SSP SSO B*39:56  

3186 *24 *68 *39 *44 *07 *16 SSO  

3545 *24 *68 *39 *44 *07 *16 *24:02 *68:03 *39:05 *44:02 *07:02 *16:04 SSO SBT

A*24:352 A*24:353 A*24:402 
A*24:418 A*24:419 A*24:422 
A*24:436 A*24:437 A*24:443 
A*24:448N A*24:451 A*24:454 
A*24:460 A*24:463 A*24:464 
A*24:465 A*24:466 A*24:469 
A*24:470 A*24:473Q A*24:474 
A*24:479Q B*44:19N B*44:270 
B*44:292 B*44:301 B*44:306N 
B*44:321 B*44:344 B*44:437 
B*44:457 B*44:464 B*44:468 
B*44:470 B*44:473 C*07:50 
C*07:349 C*07:566 C*07:592 
C*07:594 C*07:595 C*07:596 
C*07:612 C*07:665 C*07:666 
C*07:667 C*07:684 C*07:688 
C*07:703 C*07:704 C*07:722 
C*07:736 C*07:741 C*07:767+

3808 *24 *68 *39 *44 *07 *16   *68:03 *39:05   *07:02:01G *16:04 SSO  
4079 *24:02 *68:03 *39:05 *44:02 *07:02 *16:04 SSP NGS  
4251 *24:02 *68:03 *39:05 *44:02 *07:02 *16:04 NGS  
5133 *24:02:01:01 *68:03:01:01 *39:05:01:01 *44:02:01:01 *07:02:01:01 *16:04:01:01 NGS  
5214 *24 *68 *39 *44 *07 *16 SSO  
5462 *24 *68 *39 *44 *07 *16 *24:02 *68:03 *39:05 *44:02P *07:02 *16:04 SSO NGS B*44:479 B*44:470  
6649 *24 *68 *39 *44   SSO
8001 *24 *68 *39 *44 *07 *16  SSP SSO
8043 *24 *68 *39 *44 *07 *16 SSO
8103 *24 *68 *39 *44 *07 *16 SSO

8119 *24 *68 *39 *44 *07 *16  
SSP SBT NGS 
RT-PCR

Low Resolution High Resolution
HLA-A HLA-B HLA-C HLA-A HLA-B HLA-C
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Table 13a: Individual laboratory results for Cell #1669 - Class II

Center METHOD Other Alelles
747 *04 *07 4*PRESENT   4*PRESENT *02 *03 *02 *03 *01 *02 *04 *11 SSP SSO NGS  
771 *04 *07 *02 *03 *02 *03  SSO NGS

3186 *04 *07 4*01   *02 *03 *02 *03 *01 *02 *04(DP402) *11 SSO  
3545 *04 *07  SSO SBT

3808 *04 *07 NT   NT *02 *03 *02 *03 *01 *02 *04(DP402) *11 SSO  

5214 *04 *07 4*01   *02 *03 *02
*03
(DQ8) *01 *02 *04(DP402) *11 SSO  

5462 *04 *07 4*01   4*01 *02 *03 *02 *03 *01 *02 NT   NT SSO NGS  
8001 *04 *07 4*01   4*01 *02 *03 *02 *03  SSP SSO

8103 *04 *07 4*01   4*01 *02 *03 *02 *03 *01 *02 *04 *11 SSO  

8119 *04 *07 4*01   *02 *03 *02 *03  *04(DP402) *11
SSP SBT NGS 
RT-PCR  

Table 13b: Individual laboratory results for Cell #1669 - Class II

Center METHOD Other Alelles

731  *04:07:01G *07:01:01G *02:01:01 *03:01:01G *02:02 *03:02 *04:02:01G *11:01:01 SSO SBT NGS

745  *04:07 *07:01 *02:02 *03:02 *04:02:01 *11:01:01 SSP SBT NGS

DRB1*07:79 
DRB1*07:93 
DQB1*02:156 
DQB1*03:289  

747  *04:07:01 *07:01:01 4*01:01:01   4*01:03:02 *02:01:01 *03:01:01 *02:02 *03:02 *01:03:01 *02:01:01 *04:02:01 *11:01:01 SSP SSO NGS

DQB1*02:156 
DQB1*03:289 
DQB1*02:163N  

771  *04:07 *07:01 *02:02 *03:02  SSO NGS
774 SSP SSO B*39:56  

3545  *04:07 *07:01 SSO SBT

DRB1*04:92 
DRB1*07:79 
DRB1*07:93

3808  *04:07   *02:01 *03:01 *02:02 *03:02 *01:03 *02:01 *04:02 *11:01 SSO  
4079  *04:07 *07:01 4*01:01   4*01:03 *02:01 *03:01 *02:02 *03:02 *01:03 *02:01 *04:02 *11:01 SSP NGS  
5214 *04:02G *11:01G SSO  
5462  *04:07 *07:01 4*01:01   4*01:03 *02:01 *03:01 *02:02 *03:02 *01:03 *02:01 *04:02 *11:01 SSO NGS
8001  *04:07 *07:01 4*01:01   4*01:03 *02:02 *03:02 *04:02 *11:01 SSP SSO  

High resolution
DRB1 DRB3/4/5 DQA1 DQB1 DPA1 DPB1

Low resolution
DRB1 DRB3/4/5 DQA1 DQB1 DPA1 DPB1
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Table 14.  Individual laboratory results for Cell #1670 - Class I

Center Method Other Alleles
278 *24 *68 *51 *81 *15 *18 *24:02 *68:02 *51:01 *81:01 *15:02 *18:01  
725 *24 *68 *51 *81 *15 *18 SSO  
731 *24 *68 *51 *81 *15 *18 *24:02:01G *68:02:01G *51:01:01G *81:01:01G *15:02:01G *18:01:01G SSO SBT NGS  
745 *24:02:01:01 *68:02:01:01 *51:01:01 *81:01 *15:02:01:01 *18:01 SSP SBT NGS
747 *24 *68 *51 *81 *15 *18 *24:02:01 *68:02:01 *51:01:01 *81:01 *15:02:01 *18:01 SSP SSO NGS
762 *24:02 *68:02 *51:01 *81:01 *15:02 *18:01 NGS  
771 *24 *68 *51 *81 *15 *18 *24:02 *68:02 *51:01 *81:01 *15:02 *18:01 SSO NGS  
774 *24 *68 *51 *81 *15 *18  SSP SSO  

3186 *24 *68 *51 *81 *15 *18 SSO  

3545 *24 *68 *51 *81 *15 *18 *24:02 *68:02 *51:01 *81:01 *15:02 *18:01 SSO SBT

B*51:289 A*24:352 A*24:353 
A*24:402 A*24:418 A*24:419 
A*24:422 A*24:436 A*24:437 
A*24:443 A*24:448N A*24:451 
A*24:454 A*24:460 A*24:463 
A*24:464 A*24:465 A*24:466 
A*24:469 A*24:470 A*24:473Q 
A*24:474 A*24:479Q A*68:163 
A*68:198 A*68:216N B*51:193 
B*51:224 B*51:230 B*51:232 
B*51:248 B*51:249 B*51:250 
B*51:260 B*51:262 B*51:269 
B*51:270 B*51:271 B*51:285 
B*51:286 B*51:296 B*51:297 
B*51:308 B*51:309 B*81:02 
C*15:87 C*15:154 C*15:176 
C*18:02 C*18:11 C*15:197 
C*15:202 C*15:205  

3808 *24 *68 *51 *81 *15 *18   *68:02  SSO
4079 *24:02 *68:02 *51:01 *81:01 *15:02 *18:01 SSP NGS  
4251 *24:02 *68:02 *51:01 *81:01 *15:02 *18:01 NGS  
5133 *24:02:01:01 *68:02:01:01 *51:01:01 *81:01:01 *15:02:01 *18:01:01 NGS  
5214 *24 *68 *51 *81 *15 *18 SSO  
5462 *24 *68 *51 *81 *15 *18 *24:02 *68:02 *51:01P *81:01 *15:02 *18:01 SSO NGS B*51:289  
6649 *24 *68 *51 *81  SSO
8001 *24 *68 *51 *81 *15 *18  SSP SSO
8043 *24 *68 *51 *81 *15 *18 SSO  
8103 *24 *68 *51 *81 *15 *18 SSO  

8119 *24 *68 *51 *81 *15 *18  
SSP SBT NGS
RT-PCR

Low Resolution High Resolution
HLA-A HLA-B HLA-C HLA-A HLA-B HLA-C
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Table 15a: Individual laboratory results for Cell #1670 - Class II

Center METHOD Other Alelles
747 *09 *11 3*PRESENT   4*PRESENT *03 *05 *02 *03 *01 *02 *01 *04 SSP SSO NGS  
771 *09 *11 *03 *05 *02 *03 SSO NGS  

3186 *09 *11 3*02   4*01 *03 *05 *02 *03 *01 *02 *01 *04(DP401) SSO  
3545 *09 *11  SSO SBT
3808 *09 *11 NT   NT *03 *05 *02 *03 *01 *02 *01 *04(DP401) SSO  
5214 *09 *11 3*02   4*01 *03 *05 *02 *03(DQ7) *01 *02 *01 *04(DP401) SSO  
5462 *09 *11 3*02   4*01 *03 *05 *02 *03 *01 *02 NT   NT SSO NGS  
8001 *09 *11 3*02   4*01 *03 *05 *02 *03 SSP SSO  
8103 *09 *11 3*02   4*01 *03 *05 *02 *03 *01 *02 *01 *04 SSO  

8119 *09 *11 3*02   4*01 *03 *05 *02 *03 *01 *04(DP401)
SSP SBT NGS 
RT-PCR  

Table 15b: Individual laboratory results for Cell #1670 - Class II

Center METHOD Other Alelles

731 *09:01:02G *11:01:01G *03:03:01 *05:05:01 *02:02:01 *03:01:01G *01:01:01G  *04:01:01G SSO SBT NGS  
745 *09:01:02 *11:01:01 *02:02:01 *03:01 *01:01:01  *04:01:01 SSP SBT NGS DQB1*03:297  

747 *09:01:02 *11:01:01 3*02:02:01 4*01:01:01 *03:03:01 *05:05:01 *02:02:01 *03:01 *01:03:01 *02:02:02 *01:01:01  *04:01:01 SSP SSO NGS
DQB1*03:297 
DQB1*02:163N  

771 *09:01 *11:01 *02:02 *03:01 SSO NGS  

3545 *09:01 *11:01 SSO SBT
DRB1*09:21 
DRB1*09:31

3808   *02:02 *01:01 *04:01 SSO  
4079 *09:01 *11:01 3*02:02 4*01:01 *03:03 *05:05 *02:02 *03:01 *01:03 *02:02 *01:01 *04:01 SSP NGS  
5214 *01:01G *04:01G SSO  
5462 *09:01 *11:01 3*02:02 4*01:01 *03:03 *05:05 *02:02 *03:01 *01:03 *02:02 *01:01 *04:01 SSO NGS
8001 *09:01 *11:01 3*02:02 4*01:01 *02:02 *03:01 *01:01 *04:01 SSP SSO  

High resolution
DRB1 DRB3/4/5 DQA1 DQB1 DPA1 DPB1

Low resolution
DRB1 DRB3/4/5 DQA1 DQB1 DPA1 DPB1
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Table 16.  Individual laboratory results for Cell #1671 - Class I

Center Method Other Alleles
278 *11 *34 *15 *55 *01 *07 *11:01 *34:01 *15:35 *55:02 *01:02 *07:02  
725 *11 *34 *15 *55 *01 *07 SSO  
731 *11 *34 *15 *55 *15 *07 *11:01:01G *34:01:01G  *15:35 *55:02:01G *01:02:01G *07:02:01G SSO SBT NGS  
745 *11:01:01:01 *34:01:01:01  *15:35 *55:02:01 *01:02:01 *07:02:01 SSP SBT NGS  
747 NT    SSP SSO NGS
762 *11:01 *34:01  *15:35 *55:02 *01:02 *07:02 NGS  
771 *11 *34 *15 *55 *01 *07 *11:01 *34:01  *15:35 *55:02 *01:02 *07:02 SSO NGS  
774 *11 *34 *15 *55 *01 *07    *15:35 SSP SSO  

3186 *11 *34 *15 *55 *01 *07 SSO  

3545 *11 *34 *15 *55 *01 *07 *11:01 *34:01  *15:35 *55:02 *01:02 *07:02 SSO SBT

A*11:263 A*11:270 A*11:278 
A*11:280 A*11:295 A*11:303 
A*11:306 A*11:313Q A*11:316 
A*11:320 A*11:324 A*11:328 
A*11:347N A*11:353 A*34:18 
C*07:349 C*07:566 C*07:592 
C*07:594 C*01:85 C*01:127 
C*01:142 C*01:150 C*01:151 
C*07:50 C*07:595 C*07:596 
C*07:612 C*07:665 C*07:666 
C*07:667 C*07:684 C*07:688 
C*07:703 C*07:704 C*07:722 
C*07:736 C*07:741 C*07:767 
C*07:769 C*07:779 C*07:783 
C*07:789 C*07:791 C*07:801 
C*07:807N C*07:809 C*07:810 
C*01:164 C*01:172 C*01:173 
C*01:174 C*01:182 C*01:185Q 
B*55:107 C*07:818 C*07:822  

3808 *11 *34 *15 *55 *01 *07  *15:35 *55:02 *01:02 *07:02:01G SSO  
4079  NT   NT NT   NT NT   NT SSP NGS  
4251 *11:01 *34:01  *15:35 *55:02 *01:02 *07:02 NGS  
5214 *11 *34 *15 *55 *01 *07 SSO  
5133 *11:01:01:01 *34:01:01:01  *15:35 *55:02:01 *01:02:01:01 *07:02:01:01 NGS  
5462 *11 *34 *15 *55 *01 *07 *11:01 *34:01  *15:35 *55:02 *01:02 *07:02 SSO NGS  
6649 *11 *34 *15 *55   SSO
8001 *11 *34 *15(B62) *55 *01 *07   SSP SSO
8043 *11 *34 *15 *55 *01 *07 SSO
8103 *11 *34 *15 *55 *01 *07 SSO

8119  *11:01 *34:01   *15:35 *55:02 *01:02 *07:02
SSP SBT NGS
RT-PCR  

Low Resolution High Resolution
HLA-A HLA-B HLA-C HLA-A HLA-B HLA-C
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Table 17a: Individual laboratory results for Cell #1671 - Class II

Center METHOD Other Alelles
747 NT SSP SSO NGS  
771 *04 *12 *03 *06 *03 *04 SSO NGS  

3186 *04 *12 3*03   4*01 *03 *06 *03 *04 *02   *01 *05 SSO  
3545 *04 *12 SSO SBT  
3808 *04 *12 NT   NT *03 *06 *03 *04 *02 *02 *01 *05 SSO  
5214 *04 *12 3*03   4*01 *03 *06 *03(DQ7) *04 *02   *01 *05 SSO  
5462 *04 *12 3*03   4*01 *03 *06 *03 *04 *02   NT   NT SSO NGS  
8001 *04 *12 3*03   4*01 *03 *06 *03 *04 SSP SSO  
8103 *04 *12 3*03   4*01 *03 *06 *03 *04 *02 *02 *01 *05 SSO  

8119 NT  
SSP SBT NGS RT-
PCR

Table 17b: Individual laboratory results for Cell #1671 - Class II

Center METHOD Other Alelles

731 *04:05:01 *12:02:01 *03:03:01 *06:01:01G *03:01:01G *04:02:01G *01:01:01G *05:01:01G SSO SBT NGS  

745 *04:05:01 *12:02:01 *03:01:01 *04:02:01 *01:01:01 *05:01:01 SSP SBT NGS  

747 NT   SSP SSO NGS

771 *04:05 *12:02 *03:01 *04:02 SSO NGS  

3545 *04:05 *12:02 SSO SBT

3808 *04:05 *12:02  *06:01  *04:02 *01:01 *05:01 SSO  

4079  NT SSP NGS  
5214 *06:01 *01:01G *05:01G SSO  

5462 *04:05 *12:02 3*03:01   4*01:03 *03:03 *06:01 *03:01 *04:02 *02:02   *01:01 *05:01 SSO NGS  

8001 *04:05 *12:02 3*03:01   4*01:03 *03:01 *04:02 *01:01 *05:01 SSP SSO  

8119 *04:05 *12:02 3*03:01   *03:03 *06:01 *03:01 *04:02 *01:01 *05:01
SSP SBT NGS RT-
PCR  

Low resolution
DRB1 DRB3/4/5 DQA1 DQB1 DPA1 DPB1

High resolution
DRB1 DRB3/4/5 DQA1 DQB1 DPA1 DPB1

23/55



Table 18.  Individual laboratory results for Cell #1672 - Class I

Center Method Other Alleles
278 *32 *68 *07 *35 *01 *07 *32:01 *68:01 *07:02 *35:43 *01:02 *07:02  
725 *32 *68 *07 *35 *01 *07 SSO
731 *32 *68 *07 *35 *01 *07 *32:01:01G *68:01:02G *07:02:01G *35:43:01G *01:02:01G *07:02:01G SSO SBT NGS  
745 *32:01:01:01 *68:01:02:01 *07:02:01 *35:43:01 *01:02:01 *07:02:01:03 SSP SBT NGS
747 NT   SSP SSO NGS
762 *32:01 *68:01 *07:02 *35:43 *01:02 *07:02 NGS  
771 *32 *68 *07 *35 *01 *07 *32:01 *68:01 *07:02 *35:43 *01:02 *07:02 SSO NGS  
774 *32 *68 *07 *35 *01 *07   *35:43 SSP SSO B*35:67 B*35:79 B*35:102  

3186 *32 *68 *07 *35 *01 *07 SSO

3545 *32 *68 *07 *35 *01 *07 *32:01 *68:01 *07:02 *35:43 *01:02 *07:02 SSO SBT

A*32:103 A*32:117N A*68:152 
B*07:61 B*07:161N B*07:271 
B*07:294 B*07:298 B*07:311 
B*07:312 B*07:338 B*07:339 
B*07:354 B*07:355 C*01:85 
C*01:127 C*01:142 C*01:150 
C*01:151 C*01:164 C*01:172 
C*01:173 C*01:174 C*01:182 
C*01:185Q C*07:50 C*07:349 
C*07:566 C*07:592 C*07:594 
C*07:595 C*07:596 C*07:612 
C*07:665 C*07:666 C*07:667 
C*07:791 C*07:684 C*07:688 
C*07:703 C*07:704 C*07:722 
C*07:736 C*07:741 C*07:767+

3808 *32 *68 *07 *35 *01 *07   *35:43  *07:02:01G SSO  
4079  NT   NT NT   NT NT   NT  NT   NT NT   NT NT   NT SSP NGS  
4251 *32:01 *68:01 *07:02 *35:43 *01:02 *07:02 NGS  
5133 *32:01:01:01 *68:01:02:01 *07:02:01:01 *35:43:01 *01:02:01:01 *07:02:01:03 NGS  
5214 *32 *68 *07 *35 *01 *07 SSO  
5462 *32 *68 *07 *35 *01 *07 *32:01 *68:01 *07:02 *35:43 *01:02 *07:02 SSO NGS
6649 *32 *68 *07 *35   SSO
8001 *32 *68 *07 *35 *01 *07   SSP SSO
8043 *32 *68 *07 *35 *01 *07 SSO
8103 *32 *68 *07 *35 *01 *07 SSO

8119  *32:01 *68:01 *07:02 *35:43 *01:02 *07:02
SSP SBT NGS
RT-PCR  

Low Resolution High Resolution
HLA-A HLA-B HLA-C HLA-A HLA-B HLA-C
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Table 19a: Individual laboratory results for Cell #1672 - Class II

Center METHOD Other Alelles
747 NT SSP SSO NGS  
771 *04 *15 *01 *03 *03 *06 SSO NGS  

3186 *04 *15 4*01   5*01 *01 *03 *03 *06 *01   *(04(DP401) *04(DP402) SSO  
3545 *04 *15 SSO SBT  
3808 *04 *15 NT   NT *01 *03 *03 *06 *01 *01 *(04(DP401) *04(DP402) SSO  
5214 *04 *15 4*01   5*01 *01 *03 *03(DQ8) *06 *01   *(04(DP401) *04(DP402) SSO  
5462 *04 *15 4*01   5*01 *01 *03 *03 *06 *01   NT   NT SSO NGS  
8001 *04 *15 4*01   5*01 *01 *03 *03 *06 SSP SSO  
8103 *04 *15 4*01   5*01 *01 *03 *03 *06 *01 *01 *04 *04 SSO  

8119 NT  
SSP SBT NGS 
RT-PCR

Table 19b: Individual laboratory results for Cell #1672 - Class II

Center METHOD Other Alelles

731 *04:07:01G *15:01:01G *01:02:01G *03:01:01G *03:02:01G *06:02:01G *04:01:01G *04:02:01G SSO SBT NGS  

745 *04:92 *15:01:01 *03:02 *06:02:01 *04:01:01 *04:02 SSP SBT NGS
DQB1*0*03:289 
DPB1*105:01  

747 NT  SSP SSO NGS  
771 *04:07 *15:01 *03:02 SSO NGS  

3545 *04:07 *15:01 SSO SBT
DRB1*04:92 
DRB1*15:171

3808 *04:07 *15:01:01G *01:02 *03:01 *03:02   *01:03 *01:03 *04:01:01G *04:02:01G SSO  

4079  NT   NT NT   NT NT   NT NT   NT NT   NT NT   NT SSP NGS  

5214 *04:01G *04:02G SSO  

5462 *04:92 *15:01 4*01:03   5*01:01 *01:02 *03:01 *03:02 *06:02 *01:03   *04:01P *04:02P SSO NGS

DPB1*126:01 
DPB1*105:01 
DPB1*665:01  

8001 *04:07:01G *15:01 4*01:03   5*01:01 *03:02 *06:02 *04:01 *04:02 SSP SSO  

8119 *04:92 *15:01 4*01:03   5*01:01 *01:02  *03:01 *03:02 *06:02 *04:01P *04:02P
SSP SBT NGS 
RT-PCR  

Low resolution
DRB1 DRB*03/4/5 DQA1 DQB1 DPA1 DPB1

High resolution
DRB1 DRB3/4/5 DQA1 DQB1 DPA1 DPB1
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Table 20.  Individual laboratory results for Cell #1669-1672 by serology

Investigator 
 Days 
Old 
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Cecka, J. Mic  >95 + + + + + + >95 + + + + + + >95 + + + + + >95 + + + + +
Fort, Marylis  3 93 + + + + + + 93 + + + + + + NT NT
Gillis, David  14 50 + A28 + + + + 50 + A28 + + + + 20 50 + A28 + + +
Loewenthal ,   2 NT NT NT NT
Permpikul, Ve  6 90 + + B38 B45 + + 90 + + + + + + 90 + + + + + 90 + + + + +
Villard, Jean  6 95 + + B16 + + + 95 + A28 + + + + NT NT
Walsh, Lisa  3 90 + + + + + + 90 + + + + + + 90 + + + + + 90 + + + + +

Cell No 1669 (Hispanic) Cell No 1670 (Black) Cell No 1671 (Filipino) Cell No 1672 (Hispanic)
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 7KH�UHVXOWV�IRU�6HUXP�([FKDQJH������DUH�VXPPDUL]HG�LQ�7DEOHV����-����
DQG�LQGLYLGXDO�OLVWLQJ�RI�UHVXOWV�DUH�VKRZQ�LQ�WDEOHV����-������6WURQJ�UHDFWLYLW\�

WR��&�DQG����&�VSHFLILFLWLHV��DORQJ�ZLWK�UHDFWLYLW\�WR�D�QXPEHU�RI�'5��'4��DQG�
'3�VSHFLILFLWLHV��ZDV�H[DPLQHG�LQ�WKLV�VWXG\� 

6HUXP�������6WURQJ�DQWL-%����������UHDFWLYLW\�ZDV�GHWHFWHG�LQ�WKLV�VDPSOH�
E\�DOO�PHWKRGV��H[FHSW�)ORZ��,Q�DGGLWLRQ��UHDFWLYLW\�WR�$�����������$���
���������$������������$������������$������������%������������%������������
DV�ZHOO�DV�UHDFWLYLW\�WR�D�QXPEHU�RI��&�VSHFLILFLWLHV�ZDV�UHSRUWHG�E\�YDULRXV�
PHWKRGV��$OOHOH�VSHFLILF�$
�������$
�������$
������DQG�%
������UHDFWLYLW\�

ZDV�DOVR�UHSRUWHG�E\�VRPH�ODEV��,Q�DGGLWLRQ��/XPLQH[�6$%��35$��DQG�&�T�
HDFK�UHSRUWHG�VWURQJ�DQWL-'4�����������-'4�����������-'4�����������-'4��
���������-'4�����������DQG�-'4����������UHDFWLYLW\�LQ�WKLV�VDPSOH��(DFK�
ZHUH�UHSRUWHG�E\�!�����RI�ODEV�UHSRUWLQJ�E\�6$%� 


�PHGLDQ�0),�� 

1297 method #labs A1 A23 A24 A80 B8 A11 A1102 A1101 A2403 A3 A36 B46 B49 B50 B56 B59 B62 B76 B35 B63 B71 B72
class I NIH-Std 1 no consensus

NIH-Ext 1 undetermined
AHG 1 no consensus
Flow 1 no specificities assigned
C1q 2 100% 100% 100% 100% 100% 50% 50% 50% 50% 50% 50% 50% 50% 50% 50% 50% 50%
Other 1 no consensus
PRA 5 60% 60% 60% 60% 60% 40% 20% 20% 20% 60% 60% 40% 40% 40% 40% 40% 60% 40% 60% 60% 60% 60%
SAB 24 100% 100% 100% 100% 100% 91% 23% 23% 32% 100% 100% 95% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100%

1297 method #labs B75 A2 A68 B18 B51 B52 B53 B54 B64 B65 B77 A69 B41 B78 B7801 B58 B57 B48 B55 A203 B39 B45
class I PRA 5 60% 40% 40% 40% 40% 40% 40% 40% 40% 40% 40% 40% 40% 20% 20% 20%

SAB 24 100% 86% 86% 82% 82% 95% 100% 86% 82% 73% 100% 77% 41% 86% 18% 64% 59% 41% 27% 23% 23% 23%

1297 method #labs DQ2 DQ7 DQ4 DQ5 DQ9 DQ8 DQA1*03 DQA1*05 DQA1*06 DQA1*02 DQA1*04 DQA1*01 DR51
class II NIH-Ext 1 Undetermined

Flow 1 no specificities assigned
C1q 1 no consensus
Other 1 no consensus
PRA 4 75% 75% 75% 75% 75% 50% 25% 25% 25% 25% 25% 25%
SAB 20 100% 100% 95% 95% 95% 95% 40% 40% 40% 35% 35% 20% 20%
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6HUXP�������6WURQJ�DQWL-%�����������UHDFWLYLW\�ZDV�GHWHFWHG�LQ�WKLV�VDPSOH�
E\�DOO�PHWKRGV��H[FHSW�)ORZ��,Q�DGGLWLRQ��/XPLQH[�ODEV�UHSRUWHG�VWURQJ�UHDF�
WLYLW\�WR�D�QXPEHU�RI��&���&����&��DQG���&�VSHFLILFLWLHV��LQFOXGLQJ�$���
���������$�����������%�����������%�����������%�����������%�����������DQG�
%�����������(DFK�ZHUH�UHSRUWHG�E\������RI�6$%�ODEV� 

 &ODVV�,,�UHDFWLYLW\�ZDV�DOVR�GHWHFWHG�LQ�WKLV�VDPSOH��ZLWK�&�T��35$��DQG�
6$%�ODEV�UHSRUWLQJ�VWURQJ�DQWL-'5����������UHDFWLYLW\��$GGLWLRQDO�UHDFWLYLW\�WR�
'4����������DV�ZHOO�DV�UHDFWLYLW\�WR�D�QXPEHU�RI�'5�DQG�'3�DQWLJHQV��LQFOXG�
LQJ�'5����������'5�����������'3����������DQG�'3���'3������������ZDV�UH�
SRUWHG�E\�35$�DQG�6$%�� 

1298 method #labs A29 B13 A31 A32 A74 A25 A26 A34 A43 B18 B35 B49 B50 B51 B52 B62 B37 B41 B44 B45
class I NIH-Std 1 no consensus

NIH-Ext 1 no consensus
AHG 1 no consensus
Flow 1 no specificities assigned
C1q 2 100% 100%
Other 1 no consensus
PRA 5 60% 60% 60% 60% 60% 60% 40% 40% 40% 60% 60% 60% 60% 60% 60% 60% 40% 40% 60% 60%
SAB 24 100% 100% 86% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 91% 100% 100% 100% 100% 100%

1298 method #labs B47 B60 B61 B71 B72 B75 B76 B77 B78 B7801 A3 A30 A33 A68 B38 B39 B3901 B64 B48 B53
PRA 5 40% 60% 60% 60% 60% 60% 40% 40% 40% 40% 40% 40% 40% 40% 40% 20% 40% 40% 40%
SAB 24 100% 100% 100% 100% 100% 100% 100% 100% 100% 14% 95% 95% 95% 95% 95% 82% 27% 95% 95% 95%

1298 method #labs A66 A6601 A6602 B59 B8 B65 A11 A1101 B7 B703 A36 A69 B67 A80 B54 B56
PRA 5 20% 20% 20% 40% 60% 60% 20% 20% 20% 20%
SAB 24 91% 23% 23% 91% 86% 82% 77% 23% 18% 23% 14% 82% 36% 32% 18% 14%

1298 method #labs DQ2 DR11 DR7 DR9 DR12 DPw2 DPw3 DPw6 DP18 DP28 DP14 DP17 DR52
class II NIH-Ext 1 Undetermined

Flow 1 no specificities assigned
C1q 1 no consensus
Other 1 no consensus

PRA 4 75% 75% 75% 75% 25% 50% 50% 50% 50% 50% 25% 25% 25%
SAB 22 100% 100% 100% 100% 20% 95% 95% 95% 95% 95% 85% 85% 85%

1298 method #labs DP9 DP10 DP20 DPw4 DP402 DQA1*02 DQA1*05 DPA1*01 DPA1*04 DPA1*02 DR10 DPA1*03 DPw1 DQ4

PRA 4 25% 25% 25% 25%
SAB 22 80% 75% 75% 75% 40% 30% 25% 20% 20% 15% 15% 10% 10% 10%
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6HUXP� ������ $QWL-%����%��������� -%����DQG� -%���UHDFWLYLW\�ZDV�UHSRUWHG� LQ�
WKLV� VDPSOH� E\� YDULRXV� PHWKRGV�� /XPLQH[� PHGLDQ� 0),� YDOXHV� UHSRUWHG� IRU�
HDFK�ZHUH����������������������DQG��������UHVSHFWLYHO\��$GGLWLRQDO�UHDFWLYL�
W\�WR�D�QXPEHU�RI��&�DQG��&�VSHFLILFLWLHV��DV�ZHOO�DV�VWURQJ�DQWL-$������������
-$������������-%������������-%������������-%�������������-%������������-%���
���������DQG�-%�����������UHDFWLYLW\�ZDV�UHSRUWHG�E\�&�T��35$��DQG�6$%���,Q�

DGGLWLRQ��6$%�ODEV�UHSRUWHG�DQWL-&Z����������DQG�-&Z���������UHDFWLYLW\� 
 &ODVV� ,,� UHDFWLYLW\�ZDV�DOVR�GHWHFWHG� LQ� WKLV�VDPSOH�ZLWK�&�T��35$��DQG�
6$%� ODEV� UHSRUWLQJ� VWURQJ� DQWL-'5��� �������� UHDFWLYLW\��$GGLWLRQDO� UHDFWLYLW\�
WR�D�QXPEHU�RI�'5��'4��DQG�'3�VSHFLILFLWLHV�ZDV�DOVR�UHSRUWHG�E\�35$�DQG�
6$%��LQFOXGLQJ�'5�����������'5�����������DQG�'5�����������(DFK�ZHUH�DV�
VLJQHG�E\������RI�6$%�ODEV� 

1299 method #labs A32 A25 B13 B38 B49 B50 B51 B52 B53 B62 B63 B72 B71 B75 B77 B78 B7801 B35 B57 B58 B37 B56
class I NIH-Std 1 no consensus

NIH-Ext 1 no consensus
AHG 1 no consensus
Flow 1 no specificities assigned
C1q 2 100% 50% 100% 100% 100% 100% 50% 100% 100% 100% 100% 100% 100% 100% 100% 50% 100% 50% 100% 50% 100%
Other 1 no consensus
PRA 5 40% 40% 40% 40% 60% 60% 60% 60% 60% 60% 60% 60% 60% 60% 40% 60% 60% 60% 40% 40% 40%
SAB 24 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 95% 100% 100% 91% 18% 95% 100% 100% 95% 100%

1299 method #labs B59 B44 B45 B18 B55 B54 A24 A2403 A23 B41 B46 B47 B60 B61 B76 B64 B65 B48 B39 B3901 Cw10 Cw9 B67
C1q 2 100% 50%
PRA 5 40% 60% 60% 60% 60% 40% 40% 20% 40% 40% 40% 40% 60% 40% 40% 40% 40% 40% 20% 20%
SAB 24 100% 95% 95% 91% 86% 82% 100% 36% 95% 95% 95% 95% 91% 91% 91% 86% 82% 73% 73% 18% 95% 91% 41%

1299 method #labs DR11 DR17 DR18 DR3 DR52 DQ7 DQ8 DQ9 DP18 DPw2 DP28 DPw4 DP402 DQA1*03 DP10 DQA1*05 DQA1*06 DPA1*01
class II NIH-Ext 1 Undetermined

Flow 1 no specificities assigned
C1q 1 no consensus
Other 1 no consensus
PRA 4 75% 50% 50% 25% 25% 50% 50% 25% 50% 50% 25% 25%
SAB 22 100% 100% 100% 5% 100% 80% 75% 65% 55% 50% 25% 10% 5% 25% 20% 20% 20% 15%
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6HUXP�������6WURQJ�FODVV�,�UHDFWLYLW\�ZDV�GHWHFWHG�LQ�WKLV�VDPSOH�E\�DOO�
PHWKRGV��$QWLERGLHV�GHWHFWHG�E\�YDULRXV�PHWKRGV�LQFOXGH�$������������$���
���������$������������$������������%������������%������������DQG�%���
���������(DFK�ZHUH�UHSRUWHG�E\������RI�6$%�ODEV��$GGLWLRQDO�UHDFWLYLW\�WR�
%�����������DQG�%������������DV�ZHOO�DV�UHDFWLYLW\�WR�D�QXPEHU�RI��&�DQG��&�

1(;7�0$,/,1*�'$7(���1RYHPEHU�������� 

$UOHQH�/RFNH��'DYLG�*MHUWVRQ��4LXKHQJ�=KDQJ��DQG�(ODLQH�)��5HHG 

VSHFLILFLWLHV�ZDV�UHSRUWHG�E\�&�T��35$�DQG�6$%�� 
 $QWL-'5���������UHDFWLYLW\�ZDV�DOVR�GHWHFWHG�LQ�WKLV�VDPSOH�E\�&�T��35$��
DQG�6$%��$GGLWLRQDO�UHDFWLYLW\�WR�D�QXPEHU�RI�'5�DG�'4�VSHFLILFLWLHV�ZDV�UH�
SRUWHG�E\�35$�DQG�6$%��LQFOXGLQJ�'5�����������'5����������'5�����������
'4����������'4����������DQG�'4��������� 

1300 method #labs A23 A24 A2403 A25 A32 B38 B57 B58 B13 B37 B27 B2705 B49 B51 B52 B53 B63 B77 B44 B59 B47 A80 A1
class I NIH-Std 1 no consensus

NIH-Ext 1 no consensus
AHG 1 no consensus
Flow 1 no specificities assigned
C1q 2 100% 100% 50% 100% 100% 100% 100% 100% 50% 50% 50% 50% 50% 50% 50% 50% 50% 50% 50%
Other 1 no consensus
PRA 5 60% 60% 40% 60% 60% 60% 60% 60% 60% 60% 60% 20% 60% 60% 60% 60% 60% 40% 60% 40% 60% 60% 60%
SAB 24 100% 100% 36% 100% 100% 100% 100% 100% 100% 100% 95% 23% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100%

1300 method #labs A2 A203 A68 A69 B76 Cw2 Cw4 Cw15 Cw17 Cw5 Cw18 B45 Bw4 A43 Cw1 B54 Cw6 Cw14 A34 B61 Cw7 A29 A66 Cw10
C1q 2 50%
PRA 5 40% 40% 40% 40% 20% 20% 20% 20% 20% 20% 20% 40%
SAB 24 100% 23% 100% 100% 100% 82% 77% 68% 64% 64% 59% 55% 36% 45% 45% 41% 41% 36% 27% 23% 23% 18% 14% 14%

1300 method #labs DR4 DR10 DR9 DR53 DQ7 DR7 DQ8 DQ9 DR1 DR103 DQ5 DQ2 DR51 DR15 DQ6 DR16 DQA1*02 DQ4 DQA1*05 DR52 DQA1*03 DQA1*06 DQA1*01

class II NIH-Ext 1 Undetermined

Flow 1 no specificities assigned

C1q 1 no consensus

Other 1 no consensus

PRA 4 75% 50% 50% 25% 50% 25% 25% 25% 25% 25% 25% 50% 25% 25% 25% 25%

SAB 22 100% 90% 90% 90% 85% 85% 80% 80% 65% 65% 65% 60% 60% 55% 55% 55% 40% 35% 30% 30% 25% 20% 10%
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Table 21.  Summary of the 576th Serum Exchange (Serum #1297-1300) by NIH-Standard and NIH-Extended - class I

 Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion

 Antigen Consensus Inclusion  Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion
no consensus  no consensus  no consensus  Undetermined

*** Serum 1297 ***
 1 typing Lab

*** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***
 1 typing Lab  1 typing Lab  1 typing Lab

 Method: NIH-Standard

 Method: NIH-Extended

no consensus  no consensus  no consensus  no consensus  

*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***
 1 typing Lab  1 typing Lab  1 typing Lab  1 typing Lab
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Table 22.  Summary of the 576th Serum Exchange (Serum #1297-1300) by Antiglobulin and Flow Cytometry - class I

 Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion

 Antigen Consensus Inclusion  Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion
no specificities assigned no specificities assigned no specificities assigned no specificities assigned

 Method: Flow Cytometry

 1 typing Lab  1 typing Lab  1 typing Lab  1 typing Lab
*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***

 Method: Antiglobulin
*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***

 1 typing Lab  1 typing Lab  1 typing Lab  1 typing Lab

no consensus no consensus  no consensus  no consensus  
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Table 23.  Summary of the 576th Serum Exchange (Serum #1297-1300) by C1q and Other - class I

Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion
A1 100% 100% B13 100% 100% A32 100% 100% A23 100% 100%
A23 100% 100% A29 50% 100% B13 100% 100% A24 100% 100%
A24 100% 100% B35 100% 100% A25 100% 100%
A80 100% 100% B38 100% 100% A32 100% 100%
B8 100% 100% B49 100% 100% B38 100% 100%
A11 50% 100% B50 100% 100% B57 100% 100%
A1102 50% 100% B52 100% 100% B58 100% 100%
A2403 50% 100% B53 100% 100% A2403 50% 100%
A3 50% 100% B56 100% 100% B13 50% 100%
A36 50% 100% B58 100% 100% B27 50% 100%
B46 50% 100% B59 100% 100% B37 50% 100%
B49 50% 100% B62 100% 100% B44 50% 100%
B50 50% 100% B63 100% 100% B49 50% 100%
B56 50% 100% B71 100% 100% B51 50% 100%
B59 50% 100% B72 100% 100% B52 50% 100%
B62 50% 100% B75 100% 100% B53 50% 100%
B76 50% 100% B77 100% 100% B59 50% 100%

A25 50% 100% B63 50% 100%
B37 50% 100% B77 50% 100%
B44 50% 100% Cw2 50% 100%
B51 50% 100%
B57 50% 100%
B78 50% 100%

 

Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion
 1 typing Lab  1 typing Lab  1 typing Lab  1 typing Lab

no consensus  no consensus  no consensus  no consensus  

 Method: Other
*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***

 2 typing Labs 2 typing Labs 2 typing Labs 2 typing Labs

 Method: C1q
*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***
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Table 24.  Summary of the 576th Serum Exchange (Serum #1297-1300) by PRA - class I

Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion
A1 60% 100% A25 60% 100% B18 60% 100% A1 60% 100%
A23 60% 100% A29 60% 100% B35 60% 100% A23 60% 100%
A24 60% 100% A31 60% 100% B44 60% 100% A24 60% 100%
A3 60% 100% A32 60% 100% B45 60% 100% A25 60% 100%
A36 60% 100% A74 60% 100% B49 60% 100% A32 60% 100%
A80 60% 100% B13 60% 100% B50 60% 100% A80 60% 100%
B35 60% 100% B18 60% 100% B51 60% 100% B13 60% 100%
B62 60% 100% B35 60% 100% B52 60% 100% B27 60% 100%
B63 60% 100% B44 60% 100% B53 60% 100% B37 60% 100%
B71 60% 100% B45 60% 100% B55 60% 100% B38 60% 100%
B72 60% 100% B49 60% 100% B57 60% 100% B44 60% 100%
B75 60% 100% B50 60% 100% B60 60% 100% B47 60% 100%
B8 60% 100% B51 60% 100% B62 60% 100% B49 60% 100%
A11 40% 100% B52 60% 100% B63 60% 100% B51 60% 100%
A2 40% 100% B60 60% 100% B71 60% 100% B52 60% 100%
A68 40% 100% B61 60% 100% B72 60% 100% B53 60% 100%
B18 40% 100% B62 60% 100% B75 60% 100% B57 60% 100%
B46 40% 100% B65 60% 100% B78 60% 100% B58 60% 100%
B49 40% 100% B71 60% 100% A23 40% 100% B63 60% 100%
B50 40% 100% B72 60% 100% A24 40% 100% A2 40% 100%
B51 40% 100% B75 60% 100% A25 40% 100% A68 40% 100%
B52 40% 100% B8 60% 100% A32 40% 100% A69 40% 100%
B53 40% 100% A26 40% 100% B13 40% 100% B59 40% 100%
B54 40% 100% A3 40% 100% B37 40% 100% B76 40% 100%
B56 40% 100% A30 40% 100% B38 40% 100% B77 40% 100%
B59 40% 100% A33 40% 100% B41 40% 100% Bw4 40% 100%
B64 40% 100% A34 40% 100% B46 40% 100% A2403 20% 100%
B65 40% 100% A43 40% 100% B47 40% 100% B2705 20% 100%
B76 40% 100% A68 40% 100% B48 40% 100% B45 20% 100%
B77 40% 100% B37 40% 100% B54 40% 100% Cw15 20% 100%
A1101 20% 100% B38 40% 100% B56 40% 100% Cw17 20% 100%
A1102 20% 100% B39 40% 100% B58 40% 100% Cw18 20% 100%
A2403 20% 100% B41 40% 100% B59 40% 100% Cw2 20% 100%
A69 20% 100% B47 40% 100% B61 40% 100% Cw4 20% 100%
B41 20% 100% B48 40% 100% B64 40% 100% Cw5 20% 100%

 5 typing Labs 5 typing Labs 5 typing Labs 5 typing Labs

 Method: Luminex PRA
*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***
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Table 25.  Summary of the 576th Serum Exchange (Serum #1297-1300) by Single Antigen - class I

Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion
A1 100% 100% A25 100% 100% A24 100% 100% A1 100% 100%
A23 100% 100% A26 100% 100% A25 100% 100% A2 100% 100%
A24 100% 100% A29 100% 100% A32 100% 100% A23 100% 100%
A3 100% 100% A32 100% 100% B13 100% 100% A24 100% 100%
A36 100% 100% A34 100% 100% B38 100% 100% A25 100% 100%
A80 100% 100% A43 100% 100% B49 100% 100% A32 100% 100%
B35 100% 100% A74 100% 100% B50 100% 100% A68 100% 100%
B49 100% 100% B13 100% 100% B51 100% 100% A69 100% 100%
B50 100% 100% B18 100% 100% B52 100% 100% A80 100% 100%
B53 100% 100% B35 100% 100% B53 100% 100% B13 100% 100%
B56 100% 100% B37 100% 100% B56 100% 100% B37 100% 100%
B59 100% 100% B41 100% 100% B57 100% 100% B38 100% 100%
B62 100% 100% B44 100% 100% B58 100% 100% B44 100% 100%
B71 100% 100% B45 100% 100% B59 100% 100% B47 100% 100%
B72 100% 100% B47 100% 100% B62 100% 100% B49 100% 100%
B75 100% 100% B49 100% 100% B63 100% 100% B51 100% 100%
B76 100% 100% B50 100% 100% B72 100% 100% B52 100% 100%
B77 100% 100% B51 100% 100% B75 100% 100% B53 100% 100%
B8 100% 100% B60 100% 100% B77 100% 100% B57 100% 100%
B63 100% 75% B61 100% 100% A23 95% 100% B58 100% 100%
B46 95% 100% B62 100% 100% B35 95% 100% B59 100% 100%
B52 95% 100% B71 100% 100% B37 95% 100% B63 100% 100%
A11 91% 100% B72 100% 100% B41 95% 100% B76 100% 100%
B54 86% 100% B75 100% 100% B44 95% 100% B77 100% 100%
B78 86% 100% B76 100% 100% B45 95% 100% B27 95% 80%
A2 86% 89% B77 100% 100% B46 95% 100% Cw2 82% 100%
A68 86% 71% B78 100% 100% B47 95% 100% Cw4 77% 100%
B51 82% 100% A3 95% 100% B71 95% 100% Cw15 68% 100%
B18 82% 80% A30 95% 100% Cw10 95% 100% Cw17 64% 100%
B64 82% 75% A33 95% 100% B60 91% 100% Cw5 64% 100%
A69 77% 67% A68 95% 100% B61 91% 100% Cw18 59% 100%
B65 73% 100% B38 95% 100% B76 91% 100% B45 55% 100%
B58 64% 100% B48 95% 100% B78 91% 100% A43 45% 100%
B57 59% 100% B53 95% 100% Cw9 91% 100% Cw1 45% 100%
B41 41% 100% B64 95% 100% B18 91% 80% B54 41% 100%

 22 typing Labs 22 typing Labs 22 typing Labs 22 typing Labs

 Method: Luminex - SAB
*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***
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Table 25.  Summary of the 576th Serum Exchange (Serum #1297-1300) by Single Antigen - class I

Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion
B48 41% 100% A66 91% 100% B55 86% 100% Cw6 41% 100%
A2403 32% 100% B52 91% 100% B64 86% 100% A2403 36% 100%
B55 27% 100% B59 91% 100% B54 82% 100% Bw4 36% 100%
A1101 23% 100% A31 86% 100% B65 82% 100% Cw14 36% 100%
A1102 23% 100% B8 86% 100% B48 73% 100% A34 27% 50%
A203 23% 100% A69 82% 100% B39 73% 67% A203 23% 100%
B39 23% 100% B39 82% 100% B67 41% 100% B2705 23% 100%
B45 23% 100% B65 82% 100% A2403 36% 100% B61 23% 100%
B7801 18% 100% A11 77% 100% B3901 18% 100% Cw7 23% 100%
A2C 9% 100% B67 36% 100% B7801 18% 100% A29 18% 50%
B60 9% 100% A80 32% 100% B42 14% 100% A66 14% 100%
A10C 5% 100% B3901 27% 100% Bw4 14% 97% Cw10 14% 100%
A1C 5% 100% A1101 23% 100% A29 9% 100% A26 9% 100%
B12C 5% 100% A6601 23% 100% B12C 9% 100% A2C 9% 100%
B15 5% 100% A6602 23% 100% B5C 9% 100% B2708 9% 100%
B42 5% 100% B703 23% 100% A10C 5% 100% B82 9% 100%
B5C 5% 100% B54 18% 100% A1C 5% 100% Cw9 9% 100%
B61 5% 100% B7 18% 100% A2C 5% 100% A10C 5% 100%
B7C 5% 100% A36 14% 100% B15 5% 100% A1C 5% 100%
B8C 5% 100% B56 14% 100% B7C 5% 100% A6601 5% 100%
Bw4 5% 100% B7801 14% 100% B8C 5% 100% A6602 5% 100%
Bw6 5% 100% A10C 9% 100% Bw6 5% 100% B12C 5% 100%
A29 5% 50% A1C 9% 100% B15 5% 100%

B55 9% 100% B5C 5% 100%
B81 9% 100% B60 5% 100%
B82 9% 100% B7C 5% 100%
A1 5% 100% B8C 5% 100%
A1102 5% 100% Bw6 5% 100%
A2C 5% 100% Cw403 5% 100%
B12C 5% 100%
B14 5% 100%
B15 5% 100%
B40 5% 100%
B42 5% 100%
B5C 5% 100%

22 typing Labs 22 typing Labs 22 typing Labs

 Method: Luminex - SAB, cont.
*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***

 22 typing Labs
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Table 26.  Summary of the 576th Serum Exchange (Serum #1297-1300) by NIH-Extended and Flow Cytometry - class II

Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion

Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion

 1 typing Lab  1 typing Lab  1 typing Lab  1 typing Lab

 Method: NIH-Extended
*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***

Undetermined Undetermined Undetermined

 Method: Flow Cytometry
*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***

Undetermined

 1 typing Lab

no specificiities assigned no specificiities assigned no specificiities assigned no specificiities assigned

 1 typing Lab  1 typing Lab  1 typing Lab
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Table 27.  Summary of the 576th Serum Exchange (Serum #1297-1300) by C1q and Other - class II

Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion
.

Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion
.

no consensus no consensus no consensus no consensus

 1 typing Lab  1 typing Lab  1 typing Lab

 Method: Other
*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***

no consensus no consensus no consensus no consensus

 1 typing Lab

 1 typing Lab  1 typing Lab  1 typing Lab  1 typing Lab

 Method: C1q
*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***
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Table 28.  Summary of the 576th Serum Exchange (Serum #1297-1300) by PRA - class II

Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion
DQ2 75% 100% DQ2 75% 100% DR11 75% 100% DR4 75% 100%
DQ4 75% 100% DR11 75% 100% DP18 50% 100% DQ2 50% 100%
DQ5 75% 100% DR7 75% 100% DPw2 50% 100% DQ7 50% 100%
DQ7 75% 100% DR9 75% 100% DQ7 50% 100% DR10 50% 100%
DQ9 75% 100% DP18 50% 100% DQ8 50% 100% DR9 50% 100%
DQ8 50% 100% DP28 50% 100% DR17 50% 100% DQ5 25% 100%
DQA1*01 25% 100% DPw2 50% 100% DR18 50% 100% DQ6 25% 100%
DQA1*02 25% 100% DPw3 50% 100% DP28 25% 100% DQ8 25% 100%
DQA1*03 25% 100% DPw6 50% 100% DP402 25% 100% DQ9 25% 100%
DQA1*04 25% 100% DP10 25% 100% DQ9 25% 100% DR1 25% 100%
DQA1*05 25% 100% DP14 25% 100% DR3 25% 100% DR103 25% 100%
DQA1*06 25% 100% DP17 25% 100% DR52 25% 100% DR15 25% 100%

DP20 25% 100% DR16 25% 100%
DP402 25% 100% DR51 25% 100%
DP9 25% 100% DR53 25% 100%
DR12 25% 100% DR7 25% 100%
DR52 25% 100%

 4 typing Labs  4 typing Labs  4 typing Labs  4 typing Labs

 Method: Luminex-PRA
*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***
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Table 29.  Summary of the 576th Serum Exchange (Serum #1297-1300) by Single Antigen - class II

Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion Antigen Consensus Inclusion
DQ2 100% 100% DQ2 100% 100% DR11 100% 100% DR4 100% 100%
DQ7 100% 100% DR11 100% 100% DR17 100% 100% DR10 90% 100%
DQ4 95% 100% DR7 100% 100% DR18 100% 100% DR9 90% 86%
DQ5 95% 100% DR9 100% 100% DR52 100% 96% DR53 90% 71%
DQ8 95% 100% DP18 95% 100% DQ7 80% 82% DQ7 85% 71%
DQ9 95% 100% DP28 95% 100% DQ8 75% 67% DR7 85% 29%
DQA1*03 40% 100% DPw2 95% 100% DQ9 65% 83% DQ8 80% 100%
DQA1*05 40% 100% DPw3 95% 100% DP18 55% 100% DQ9 80% 67%
DQA1*06 40% 100% DPw6 95% 100% DPw2 50% 100% DR1 65% 100%
DQA1*02 35% 100% DP14 85% 100% DP28 25% 100% DR103 65% 100%
DQA1*04 35% 100% DP17 85% 100% DQA1*03 25% 100% DQ5 65% 35%
DQA1*01 20% 100% DR52 85% 100% DP10 20% 100% DQ2 60% 80%
DR51 20% 100% DP9 80% 100% DQA1*05 20% 100% DR51 60% 50%
DP10 5% 100% DP10 75% 100% DQA1*06 20% 100% DR15 55% 100%
DP14 5% 100% DP20 75% 100% DPA1*01 15% 100% DQ6 55% 50%
DP17 5% 100% DPw4 75% 50% DPw4 10% 100% DR16 55% 50%
DP18 5% 100% DP402 40% 100% DP402 5% 100% DQA1*02 40% 100%
DP20 5% 100% DQA1*02 30% 100% DR3 5% 100% DQ4 35% 75%
DP28 5% 100% DQA1*05 25% 100% DQA1*05 30% 100%
DP9 5% 100% DPA1*01 20% 100% DR52 30% 100%
DPA1*01 5% 100% DPA1*04 20% 100% DQA1*03 25% 100%
DPA1*04 5% 100% DR12 20% 100% DQA1*06 20% 100%
DPw2 5% 100% DPA1*02 15% 100% DQA1*01 10% 100%
DPw3 5% 100% DR10 15% 100% DP15 5% 100%
DPw4 5% 100% DPA1*03 10% 100% DP19 5% 100%
DPw6 5% 100% DPw1 10% 50% DQA1*04 5% 100%
DQ3 5% 100% DQ4 10% 50%
DQ6 5% 100% DQA1*03 5% 100%
DR11 5% 100% DQA1*04 5% 100%
DR12 5% 100% DR13 5% 100%
DR17 5% 100% DQ8 5% 33%
DR52 5% 100% DQ9 5% 33%
DR7 5% 100% DQ7 5% 20%
DR9 5% 100%

 20 typing Labs  20 typing Labs  20 typing Labs  20 typing Labs

 Method: Luminex - SAB
*** Serum 1297 *** *** Serum 1298 *** *** Serum 1299 *** *** Serum 1300 ***
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Table 30. Individual laboratory results for Serum #1297- #1300 by NIH-Standard and NIH-Extended - class I

Ctr
 %

POS B
8 Other

 %
POS B

13 Other
 %

POS B
21

B
5

B
53 Other

 %
POS A

9

B
17 Other M
e

th
od

 

786  + + + + + + +  STD
STD = NIH-standard

Ctr
 %

POS Other
 %

POS B
13 Other

 %
POS B

52 Other
 %

POS A
23

A
24

B
27

B
38

B
49 Other M
e

th
od

 

3753 9 7 + 12 + 40 + + + + + EXT
EXT - NIH-Extended

**** Serum 1299 **** **** Serum 1300 ****

**** Serum 1297 **** **** Serum 1298 **** **** Serum 1299 **** **** Serum 1300 ****

**** Serum 1297 **** **** Serum 1298 ****
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Table 31. Individual laboratory results for Serum #1297- #1300 by Antiglobulin and Flow Cytometry - class I

**** Serum 1300 ****

Ctr
 %

POS A
1

A
9

B
8 Other

 %
POS B

13 Other
 %

POS B
49

B
52

B
53 Other

 %
POS A

23

A
24

B
57

B
58 Other Method 

786  + + + + + + + + + + + Antiglobulin

**** Serum 1300 ****

Ctr
 %

POS Other
 %

POS Other
 %

POS Other
 %

POS Other Method 
5214 96 99 95 95 FC

FC = Flow Cytometry

**** Serum 1299 ****

**** Serum 1297 **** **** Serum 1298 **** **** Serum 1299 ****

**** Serum 1297 **** **** Serum 1298 ****
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Table 32. Individual laboratory results for Serum #1297- #1300 by C1q - class I

Ctr
 %

POS A
1

A
23

A
24

A
80

B
8

A
11

A
11

02

A
24

03

A
3

A
36

B
46

B
49

B
50

B
56

B
59

B
62

B
76 Other

 %
POS B

13

A
29 Other Method 

786  + + + + + + + + C1q
2400  + + + + + + + + + + + + + + + + + C1q

Ctr
 %

POS A
32

B
13

B
35

B
38

B
49

B
50

B
52

B
53

B
56

B
58

B
59

B
62

B
63

B
71

B
72

B
75

B
77 Other

 %
POS A
23

A
24

A
25

A
32

B
38

B
57

B
58 Other Method 

786 + + + + + + + + + + + + + + + + + + + + + + + + A2403 C1q
2400 + + + + + + + + + + + + + + + + + B78,B44,B51,A25 > + + + + + + + B49,B13,B44,B27 > C1q

**** Serum 1297 **** **** Serum 1298 ****

**** Serum 1299 **** **** Serum 1300 ****
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Table 33. Individual laboratory results for Serum #1297- #1300 by Other - class I

Ctr

 %
POS A

1

A
11

A
2

A
23

A
24

A
3

A
36

A
68

A
80

B
35

B
46

B
49

B
50

B
51

B
52

B
53

B
56

B
59

B
62

B
63

B
71

B
72

B
75

B
76

B
77

B
8 Method 

8043 88 + + + + + + + + + + + + + + + + + + + + + + + + + + Other

Ctr

 %
POS A

25

A
26

A
29

A
32

A
33

A
34

A
43

A
66

A
66

02

A
68

A
74

B
13

B
14

B
18

B
35

B
37

B
38

B
39

B
40

B
41

B
44

B
45

B
47

B
48

B
49

B
50

B
51

B
52

B
53

B
59

B
62

B
70

3

B
71

B
72

B
75

B
76

B
77

B
78 Method 

8043 43 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + Other

Ctr
 %

POS A
23

A
24

A
25

A
32

B
13

B
14

B
18

B
35

B
37

B
38

B
40

B
41

B
44

B
45

B
46

B
47

B
49

B
50

B
51

B
52

B
53

B
55

B
56

B
57

B
58

B
59

B
62

B
63

B
71

B
72

B
75

B
76

B
77

B
78

01

Other Method 
8043 42 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + Cw3 Other

Ctr
 %

POS A
1

A
2

A
23

A
24

A
25

A
32

A
68

A
69

A
80

B
13

B
27

B
37

B
38

B
44

B
47

B
49

B
51

B
52

B
53

B
57

B
58

B
59

B
63

B
w

4

Other Method 
8043 33 + + + + + + + + + + + + + + + + + + + + + + + + Other

**** Serum 1297 ****

**** Serum 1298 ****

**** Serum 1299 ****

**** Serum 1300 ****
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Table 34. Individual laboratory results for Serum #1297- #1300 by PRA - class I

Ctr
 %

POS A
1

A
23

A
24

A
3

A
36

A
80

B
35

B
62

B
63

B
71

B
72

B
75

B
8

A
11

A
2

A
68

B
18

B
46

B
49

B
50

B
51

B
52

B
53

B
54

B
56

B
59

B
64

B
65

B
76

B
77

A
11

01

A
11

02

A
24

03

Other Method 
731 43 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + A69,B58,B41,B7801 LMX-PRA

2400 93 LMX-PRA
3753 86 + + + + + + + + + + + + + + LMX-PRA
8043 88 LMX-PRA
8112  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B78 LMX-PRA

Ctr
 %

POS A
25

A
29

A
31

A
32

A
74

B
13

B
18

B
35

B
44

B
45

B
49

B
50

B
51

B
52

B
60

B
61

B
62

B
65

B
71

B
72

B
75

B
8

A
26

A
3

A
30

A
33

A
34

A
43

A
68

B
37

B
38

B
39

B
41

B
47 Other Method 

731 55 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B48,B78,B53,B82 > LMX-PRA
2400 96  LMX-PRA
3753 96 + + + + + + + + + + + + + + + + + + + + + + + LMX-PRA
8043 NT  LMX-PRA
8112 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + A11,B48,A66,B78 > LMX-PRA

Ctr
 %

POS B
18

B
35

B
44

B
45

B
49

B
50

B
51

B
52

B
53

B
55

B
57

B
60

B
62

B
63

B
71

B
72

B
75

B
78

A
23

A
24

A
25

A
32

B
13

B
37

B
38

B
41

B
46

B
47

B
48

B
54

B
56

B
58

B
59

B
61 Other Method 

731 47 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B82,A1,B64,B65 > LMX-PRA
2400 96  LMX-PRA
3753 92 + + + + + + + + + + + + + + + + + + + LMX-PRA
8043 NT  LMX-PRA
8112 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B64,B65,B76,B77 > LMX-PRA

Ctr
 %

POS A
1

A
23

A
24

A
25

A
32

A
80

B
13

B
27

B
37

B
38

B
44

B
47

B
49

B
51

B
52

B
53

B
57

B
58

B
63

A
2

A
68

A
69

B
59

B
76

B
77

B
w

4

A
24

03

B
27

05

B
45

C
w

15

C
w

17

Other Method 
731 33 + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-PRA

2400 86  LMX-PRA
3753 82 + + + + + + + + + + + + + + + + + + + + LMX-PRA
8043 NT  LMX-PRA
8112 + + + + + + + + + + + + + + + + + + + + + + + + + + + + Cw4,Cw2,Cw5,Cw18 LMX-PRA

**** Serum 1300 ****

**** Serum 1299 ****

**** Serum 1297 ****

**** Serum 1298 ****
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Table 35. Individual laboratory results for Serum #1297 by Single Antigen - class I

Ctr
 %

POS A
1

A
23

A
24

A
3

A
36

A
80

B
35

B
49

B
50

B
53

B
56

B
59

B
62

B
71

B
72

B
75

B
76

B
77

B
8

B
63

B
46

B
52

A
11

B
54

B
78

A
2

A
68

B
51

B
18

B
64

A
69

B
65

B
58

B
57

B
41

B
48

A
24

03

B
55

A
11

01

A
11

02

A
20

3

Other Method 

615  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B60,B45,B39 LMX-SAB
725  + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
774 86 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
786  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B45,B7801 LMX-SAB
910  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB

1647  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
2400  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
3753  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
3766 99 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B7801 LMX-SAB
3808 28 + + + + + + + + + + + + + + + + + + + + + + + + + B7801 LMX-SAB
3966 49 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B61,B45,B39 LMX-SAB
4322  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B39 LMX-SAB
5214  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
5462  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B7801 LMX-SAB
6649 39 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
8082  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
8086 200 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B60,B45,A29,B39 > LMX-SAB

8090  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B45,B39,B*57:01 LMX-SAB
8098  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + Bw4,Bw6,B12C,B5C > LMX-SAB
8100  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + A2C LMX-SAB
8103 22 + + + + + + + + + + + + + + + + + + + + + + + + B15 LMX-SAB
8121  + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB

**** Serum 1297 ****
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Table 36. Individual laboratory results for Serum #1298 by Single Antigen - class I

Ctr
 %

POS A
25

A
26

A
29

A
32

A
34

A
43

A
74

B
13

B
18

B
35

B
37

B
41

B
44

B
45

B
47

B
49

B
50

B
51

B
60

B
61

B
62

B
71

B
72

B
75

B
76

B
77

B
78

A
3

A
30

A
33

A
68

B
38

B
48

B
53

B
64

A
66

B
52

B
59

A
31

B
8

A
69

B
39

B
65

A
11

B
67

A
80

615 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
725 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
774 95 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
786 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
910 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +

1647 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
2400 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
3753 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
3766 96 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
3808 48 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
3966 61 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
4322 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
5214 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
5462 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
6649 57 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
8082 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
8086 200 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +

8090 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
8098 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
8100 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
8103 28 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +
8121 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +

**** Serum 1298 ****
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Table 36. Individual laboratory results for Serum #1298 by Single Antigen - class I, cont.

Ctr B
39

01

A
11

01

A
66

01

A
66

02

B
70

3
Other Method 

615 B7,B54,B56,B81 LMX-SAB
725 + LMX-SAB
774 LMX-SAB
786 + + + + A1102 LMX-SAB
910 LMX-SAB

1647 LMX-SAB
2400 LMX-SAB
3753 LMX-SAB
3766 + + + + B7801 LMX-SAB
3808 + + + + LMX-SAB
3966 A36 LMX-SAB
4322 B82,B7,B54,B55 > LMX-SAB
5214 LMX-SAB
5462 + + + + B7801 LMX-SAB
6649 LMX-SAB
8082 + LMX-SAB
8086 B54,B55,B56 LMX-SAB

8090 B7,B54 LMX-SAB
8098 + + Bw4,Bw6,B12C,B5C> LMX-SAB
8100 A1C,A10C LMX-SAB
8103 + + + + B40,B15,B7,B14 > LMX-SAB
8121 + + B82,A36 LMX-SAB

**** Serum 1298 ****
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Table 37. Individual laboratory results for Serum #1299 by Single Antigen - class I

Ctr
 %

POS A
24

A
25

A
32

B
13

B
38

B
49

B
50

B
51

B
52

B
53

B
56

B
57

B
58

B
59

B
62

B
63

B
72

B
75

B
77

A
23

B
35

B
37

B
41

B
44

B
45

B
46

B
47

B
71

C
w

10

B
60

B
61

B
76

B
78

C
w

9

B
18

B
55

B
64

B
54

B
65

B
48

B
39

B
67

A
24

03

B
39

01

B
78

01

Other Method 

615 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + A29,B42,A*29:02 LMX-SAB
725 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
774 95 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + Bw4 LMX-SAB
786 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
910 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB

1647 + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
2400 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
3753 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
3766 91 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
3808 41 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
3966 52 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
4322 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + A29,B42,Bw4 LMX-SAB
5214 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
5462 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + Bw4 LMX-SAB
6649 52 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
8082 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B42 LMX-SAB
8086 200 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB

8090 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
8098 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + Bw4,Bw6,B12C> LMX-SAB
8100 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B12C,B5C LMX-SAB
8103 27 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B15 LMX-SAB
8121 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB

**** Serum 1299 ****
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Table 38. Individual laboratory results for Serum #1300 by Single Antigen - class I

Ctr
 %

POS A
1

A
2

A
23

A
24

A
25

A
32

A
68

A
69

A
80

B
13

B
37

B
38

B
44

B
47

B
49

B
51

B
52

B
53

B
57

B
58

B
59

B
63

B
76

B
77

B
27

C
w

2

C
w

4

C
w

15

C
w

17

C
w

5

C
w

18

B
45

A
43

C
w

1

B
54

C
w

6

A
24

03

B
w

4

C
w

14

A
34

A
20

3

B
27

05

Other Method 

615 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +

B61,A66,A29,Cw10, 
A*34:01, C*03:04, 
B*40:06, A*66:02, 
A*29:02> LMX-SAB

725 + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
774 86 + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
786 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
910 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B61 LMX-SAB

1647 + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
2400 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
3753 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
3766 98 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
3808 35 + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
3966 39 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + Cw7,A6601 LMX-SAB
4322 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B60,B61 LMX-SAB
5214 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B2708 LMX-SAB
5462 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B61,B2708,A*34:01 LMX-SAB
6649 43 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + Cw7 LMX-SAB
8082 + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
8086 200 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + A66,A26,A29,Cw10 > LMX-SAB

8090 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + +

B61,A66,B82,A26, 
A*34:01, A*29:02, 
B*40:03 > LMX-SAB

8098 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + Cw403,B82,A29,Bw6 > LMX-SAB
8100 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + A2C LMX-SAB
8103 32 + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + + B15 LMX-SAB
8121 + + + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB

**** Serum 1300 ****
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Table 39. Individual laboratory results for Serum #1297 - 1300 by NIH-Extended and Flow Cytomety - class II

Ctr
 %

POS Other
 %

POS Other
 %

POS Other
 %

POS Other Method 
3753 19 18 34 24 EXT

EXT = NIH-Extended

Ctr
 %

POS Other
 %

POS Other
 %

POS Other
 %

POS Other Method 
5214 93 95 70 73 FC

FC = Flow Cytometry

**** Serum 1297 **** **** Serum 1300 ******** Serum 1298 **** **** Serum 1299 ****

**** Serum 1297 **** **** Serum 1300 ******** Serum 1298 **** **** Serum 1299 ****
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Table 40. Individual laboratory results for Serum #1297 - 1300 by C1q and Other- class II

Ctr
 %

POS D
Q

2

D
Q

4

D
Q

5

D
Q

7

D
Q

8

D
Q

9

Other
 %

POS D
R

7

Other
 %

POS D
R

52

Other
 %

POS Other Method 
2400  + + + + + + + +  NT C1q

Ctr
 %

POS D
Q

2

D
Q

4

D
Q

5

D
Q

7

D
Q

8

D
Q

9

D
Q

A
1

*0
1

D
Q

A
1

*0
2

D
Q

A
1

*0
3

D
Q

A
1

*0
4

D
Q

A
1

*0
5

D
Q

A
1

*0
6

Other
 %

POS D
R

7

D
P

14

D
P

17

D
P

18

D
P

28

D
P

9

D
P

w
2

D
P

w
3

D
P

w
4

D
P

w
6

D
Q

2

D
R

11

D
R

9

Other
 %

POS D
R

52

D
R

11

D
R

17

D
R

18

Other
 %

POS D
R

4

Other Method 
8043 93 + + + + + + + + + + + + 21 + + + + + + + + + + + + + 9 + + + + 5 + Other
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Table 41. Individual laboratory results for Serum #1297 - 1300 by PRA - class II

Ctr
 %

POS D
Q

2

D
Q

4

D
Q

5

D
Q

7

D
Q

9

D
Q

8

D
Q

A
1

*0
1

D
Q

A
1

*0
2

D
Q

A
1

*0
3

D
Q

A
1

*0
4

D
Q

A
1

*0
5

D
Q

A
1

*0
6

Other
 %

POS D
Q

2

D
R

11

D
R

7

D
R

9

D
P

18

D
P

28

D
P

w
2

D
P

w
3

D
P

w
6

D
P

10

D
P

14

D
P

17

D
P

20

D
P

40
2

D
P

9

D
R

12

D
R

52

Other Method 
731 27 + + + + + + + + + + + + 23 + + + + + + + + + + + + + + LMX-PRA

3753 87 + + + + + 40 + + + + LMX-PRA
2400 94 71  LMX-PRA
8112  + + + + + + + + + + + + + + + + + + LMX-PRA

Ctr
 %

POS D
R

11

D
P

18

D
P

w
2

D
Q

7

D
Q

8

D
R

17

D
R

18

D
P

28

D
P

40
2

D
Q

9

D
R

3

D
R

52
Other

 %
POS D

R
4

D
Q

2

D
Q

7

D
R

10

D
R

9

D
Q

5

D
Q

6

D
Q

8

D
Q

9

D
R

1

D
R

10
3

D
R

15

D
R

16

D
R

51

D
R

53

D
R

7

Other Method 
731 22 + + + + + + + 8 + +  LMX-PRA

3753 53 +  + + 57 + + + + LMX-PRA
2400 71  29  LMX-PRA
8112 + + + + + + + + + + + + + + + + + + + + + + + + + + LMX-PRA
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Table 42. Individual laboratory results for Serum #1297-1298 by Single Antigen - class II

Ctr
 %

POS D
Q

2

D
Q

7

D
Q

4

D
Q

5

D
Q

8

D
Q

9

D
Q

A
1

*0
3

D
Q

A
1

*0
5

D
Q

A
1

*0
6

D
Q

A
1

*0
2

D
Q

A
1

*0
4

Other
 %

POS D
Q

2

D
R

11

D
R

7

D
R

9

D
P

18

D
P

28

D
P

w
2

D
P

w
3

D
P

w
6

D
P

14

D
P

17

D
R

52

D
P

9

D
P

10

D
P

20

D
P

w
4

D
P

40
2

D
Q

A
1

*0
2

D
Q

A
1

*0
5

Other Method 

615  + + + + + + + + + + + + + + + + + + + + + + + DRB3*03:01 LMX-SAB
774 94 + + + + + + 80 + + + + LMX-SAB

910  + + + + + + + + + + + + + + + + + + + + + + DRB3*03:01 LMX-SAB
1647  + + + + + + + + + + + + + + + + + + + + LMX-SAB
2400  + + + + + + + + + + + + + + + + + + + + + + LMX-SAB

3753  + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
3766 87 + + + + + + + + + + 65 + + + + + + + + + + + + + + + + + + LMX-SAB
3808 27 + + + + + + + + + + + DR51 20 + + + + + + + + + + + + + LMX-SAB

3966 23 + + + + + + + + + + + 37 + + + + + + + + + + + + + + + + + DR10,DPA1*01,DPA1*02,DPA1*04 LMX-SAB

4322  + + + + + + + + + + + DR17,DQA1*01 + + + + + + + + + + + + + + + + + + DR10,DR12,DR13,DQ4 > LMX-SAB

5214  + + + + + + + + + + + + + + + + + + + + + DRB3*03:01 LMX-SAB

5462  + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
6649 23 + + + + + + 31 + + + + + + + + + + + + + DPA1*04 LMX-SAB
8082  + + + + + + + + + + + DR7,DR9,DR11,DR12> + + + + + + + + + + + + + + + + + + DR12,DPA1*01,DPA1*04 LMX-SAB
8086 200 + + + + + + 200 + + + + + + + + + + + + + + + + DR10,DR12,DQ4,DQ7 > LMX-SAB

8090  + + + + + + + + + + + + + + + + + + + + + + DRB3*03:01, DPB1*04:02 LMX-SAB
8098  + + + + + + + + + + + DR51,DQA1*01 + + + + + + + + + + + + + + LMX-SAB
8100  + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
8103 24 + + + + + + + + + + + DR51,DQ3,DQ6,DQA1*01 19 + + + + + + + + + + + + + + + + + DPA1*01,DPA1*02,DPA1*03> LMX-SAB
8121  + + + + + + + + + + DR51,DQA1*01 + + + + + + + + + + + + + + + DR12 LMX-SAB
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Table 43. Individual laboratory results for Serum #1299-1300 by Single Antigen - class II

Ctr
 %

POS D
R

11

D
R

17

D
R

18

D
R

52

D
Q

7

D
Q

8

D
Q

9

D
P

18

D
P

w
2

D
P

28

D
Q

A
1

*0
3

Other
 %

POS D
R

4

D
R

10

D
R

9

D
R

53

D
Q

7

D
R

7

D
Q

8

D
Q

9

D
R

1

D
R

10
3

D
Q

5

D
Q

2

D
R

51

D
R

15

D
Q

6

D
R

16

D
Q

A
1

*0
2

D
Q

4

D
Q

A
1

*0
5

D
R

52

D
Q

A
1

*0
3

Other Method 

615 + + + + + + + + + + DPw4,DP10,DP402 + + + + + + + + + + + + + + + + + + + +

DQA1*04, DQA1*06, 
DQB1*05:02,DQB1*06:02, 
DQB1*06:04,DQB1*02:02,D
RB3*02:02,DRB3*01:01,DQ
B1*04:02 LMX-SAB

774 69 + + + + + + + 37 + + + + + + + + + LMX-SAB

910 + + + + + + + + + + + + + + + + + + + + + + +
DRB5*0202, DQA1*02:01, 
DQA1*03:01, DQA1*05:01 LMX-SAB

1647 + + + + + + + + + + DP10 + + + + + + + + + + + + + LMX-SAB
2400 + + + + + + + + + + + + + + + + LMX-SAB

3753 + + + + + + + + + + + + + + + + + + + + + +
DQB1*05:02, DQB1*06:02, 
DQB1*06:04 LMX-SAB

3766 82 + + + + + + + + + + + DQA1*05,DQA1*06 91 + + + + + + + + + + + + + + + + + + DQA1*06 LMX-SAB
3808 9 + + + + 8 +  + LMX-SAB

3966 12 + + + + + + + + + +
DP10,DPA1*01,DQA1*05, 
DQA1*06 44 + + + + + + + + + + + + + + + + + DQA1*01,DQA1*06 LMX-SAB

4322 + + + + + + + + + + +
DPw4,DP10,DPA1*01, 
DQA1*05> + + + + + + + + + + + + + + + + + + + + + DQA1*01,DQA1*06 LMX-SAB

5214 + + + + + + + + +

DPA1*01:03/DP28, 
DPA1*01:05/DP28, DP10, 
DP*04:02 + + + + + + + + +

DQB1*05:02, DQA1*02:01, 
DRB3*01:01, DRB3*02:02 LMX-SAB

5462 + + + + + + + + + + + + + + + + + + + + + + + + +
DQB1*05:02, DQB1*06:02, 
DQB1*06:04 LMX-SAB

6649 21 + + + + + + + + + 52 + + + + + + + + + + + + + + + + DP15,DP19 LMX-SAB
8082 + + + + + + + + + + + DPA1*01,DQA1*05,DQA1*06 +  LMX-SAB
8086 200 + + + + + + 200 + + + + + + + + + + + + + + + + + LMX-SAB

8090 + + + + + + + + + + + + + + + + + + + + + + + + + +

DRB3*01:01, DRB3*0202, 
DQB1*05:02, DQB1*06:02, 
DQB1*06:04 LMX-SAB

8098 + + + + + + + + + + + + + + LMX-SAB
8100 + + + + + + + + + + + + + + + + + + + + + + + + LMX-SAB
8103 9 + + + + DR3 7 + + + + + + + + + LMX-SAB
8121 + + + + + + + + + + + + + + + + + + + LMX-SAB
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